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<130> PF-0637 PCT 

<14 0> To Be Assigned 
<141> Herewith 

<150> 09/210,083; unassigned; 60/119,365; 60/124,687 
<151> 1998-12-11; 1998-12-11; 1999-02-09; 1999-03-16 

<160> 56 

<170> PERL Program 

<210> 1 

<211> 198 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No.: 2417014CD1 

<400> 1 

Met Ala Gly Ser Pro Ser Arg Ala Ala Gly Arg Arg Leu Gin Leu 
15 10 15 

Pro Leu Leu Cys Leu Phe Leu Gin Gly Ala Thr Ala Val Leu Phe 

20 25 30 

Ala Val Phe Val Arg Tyr Asn His Lys Thr Asp Ala Ala Leu Trp 

35 40 45 

His Arg Ser Asn His Ser Asn Ala Asp Asn Glu Phe Tyr Phe Arg 

50 55 60 

Tyr Pro Lys Glu Ser His Ser Val Ala Gin Ala Gly Val Gin Arg 

S5 70 75 

Arg Asn Leu Gly Ser Leu Gin Pro Ser Pro Pro Arg Trp Ser Phe 

80 85 90 

Ala Leu Val Ala Gin Ala Gly Val Gin Trp His Asn Leu Gly Ser 

95 100 105 

Pro Gin Pro Leu Pro Pro Gly Phe Lys Arg Phe Ser Cys Leu Ser 
110 H5 120 

Leu Leu Ser Ser Trp Asp Tyr Ser Leu Glu Ser Val Phe Pro Leu 
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125 130 135 

lie Ala Glu Gly Gin Arg Ser Ala Thr Ser Gin Ala Met His Gin 

140 145 150 

Leu Phe Gly Leu Phe Val Thr Leu Met Phe Ala Ser Val Gly Gly 

155 160 165 

Gly Leu Gly Gly Leu Leu Leu Lys Leu Pro Phe Leu Asp Ser Pro 

170 175 180 

Pro Arg Leu Pro Ala Leu Arg Gly Pro Ser Ser Leu Ala Gly Ala 

185 190 195 

Trp Arg Ala 



<210> 2 
<211> 463 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No . : 2634931CD1 

<400> 2 

Met His Gly Ser Cys Ser Phe Leu Met Leu Leu Leu Pro Leu Leu 

15 10 15 

Leu Leu Leu Val Ala Thr Thr Gly Pro Val Gly Ala Leu Thr Asp 

20 25 30 

Glu Glu Lys Arg Leu Met Val Glu Leu His Asn Leu Tyr Arg Ala 

35 40 45 

Gin Val Ser Pro Thr Ala Ser Asp Met Leu His Met Arg Trp Asp 

50 55 60 

Glu Glu Leu Ala Ala Phe Ala Lys Ala Tyr Ala Arg Gin Cys Val 

65 70 75 

Trp Gly His Asn Lys Glu Arg Gly Arg Arg Gly Glu Asn Leu Phe 

80 85 90 

Ala lie Thr Asp Glu Gly Met Asp Val Pro Leu Ala Met Glu Glu 

95 100 105 

Trp His His Glu Arg Glu His Tyr Asn Leu Ser Ala Ala Thr Cys 

110 115 120 

Ser Pro Gly Gin Met Cys Gly His Tyr Thr Gin Val Val Trp Ala 

125 130 135 

Lys Thr Glu Arg He Gly Cys Gly Ser His Phe Cys Glu Lys Leu 

140 145 150 

Gin Gly Val Glu Glu Thr Asn He Glu Leu Leu Val Cys Asn Tyr 

155 160 165 

Glu Pro Pro Gly Asn Val Lys Gly Lys Arg Pro Tyr Gin Glu Gly 

170 175 180 

Thr Pro Cys Ser Gin Cys Pro Ser Gly Tyr His Cys Lys Asn Ser 

185 190 195 

Leu Cys Glu Pro He Gly Ser Pro Glu Asp Ala Gin Asp Leu Pro 

200 205 210 

Tyr Leu Val Thr Glu Ala Pro Ser Phe Arg Ala Thr Glu Ala Ser 

215 220 225 

Asp Ser Arg Lys Met Gly Thr Pro Ser Ser Leu Ala Thr Gly He 

230 235 240 

Pro Ala Phe Leu Val Thr Glu Val Ser Gly Ser Leu Ala Thr Lys 
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245 250 255 

Ala Leu Pro Ala Val Glu Thr Gin Ala Pro Thr Ser Leu Ala Thr 

260 265 270 

Lys Asp Pro Pro Ser Met Ala Thr Glu Ala Pro Pro Cys Val Thr 

275 280 285 

Thr Glu Val Pro Ser lie Leu Ala Ala His Ser Leu Pro Ser Leu 

290 295 300 

Asp Glu Glu Pro Val Thr Phe Pro Lys Ser Thr His Val Pro He 

305 310 315 

Pro Lys Ser Ala Asp Lys Val Thr Asp Lys Thr Lys Val Pro Ser 

320 325 330 
Arg Ser Pro Glu Asn Ser Leu Asp Pro Lys Met Ser Leu Thr Gly 

335 340 345 
Ala Arg Glu Leu Leu Pro His Ala Gin Glu Glu Ala Glu Ala Glu 

350 355 360 

Ala Glu Leu Pro Pro Ser Ser Glu Val Leu Ala Ser Val Phe Pro 

365 370 375 

Ala Gin Asp Lys Pro Gly Glu Leu Gin Ala Thr Leu Asp His Thr 

380 385 390 

Gly His Thr Ser Ser Lys Ser Leu Pro Asn Phe Pro Asn Thr Ser 

395 400 405 

Ala Thr Ala Asn Ala Thr Gly Gly Arg Ala Leu Ala Leu Gin Ser 

410 415 420 

Ser Leu Pro Gly Ala Glu Gly Pro Asp Lys Pro Ser Val Val Ser 

425 430 435 
Gly Leu Asn Ser Gly Pro Gly His Val Trp Gly Pro Leu Leu Gly 

440 445 450 
Leu Leu Leu Leu Pro Pro Leu Val Leu Ala Gly He Phe 

455 460 



<210> 3 

<211> 316 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No. : 110960CD1 

<400> 3 

Met Thr Gin Gly Lys Leu Ser Val Ala Asn Lys Ala Pro Gly Thr 

15 10 15 

Glu Gly Gin Gin Gin Val His Gly Glu Lys Lys Glu Ala Pro Ala 

20 25 30 

Val Pro Ser Ala Pro Pro Ser Tyr Glu Glu Ala Thr Ser Gly Glu 

35 40 45 

Gly Met Lys Ala Gly Ala Phe Pro Pro Ala Pro Thr Ala Val Pro 

50 55 60 

Leu His Pro Ser Trp Ala Tyr Val Asp Pro Ser Ser Ser Ser Ser 

65 70 75 

Tyr Asp Asn Gly Phe Pro Thr Gly Asp His Glu Leu Phe Thr Thr 

80 85 90 

Phe Ser Trp Asp Asp Gin Lys Val Arg Arg Val Phe Val Arg Lys 
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95 100 105 

Val Tyr Thr lie Leu Leu He Gin Leu Leu Val Thr Leu Ala Val 

110 115 120 

Val Ala Leu Phe Thr Phe Cys Asp Pro Val Lys Asp Tyr Val Gin 

125 130 135 

Ala Asn Pro Gly Trp Tyr Trp Ala Ser Tyr Ala Val Phe Phe Ala 

140 145 150 

Thr Tyr Leu Thr Leu Ala Cys Cys Ser Gly Pro Arg Arg His Phe 

155 160 165 

Pro Trp Asn Leu He Leu Leu Thr Val Phe Thr Leu Ser Met Ala 

170 175 180 

Tyr Leu Thr Gly Met Leu Ser Ser Tyr Tyr Asn Thr Thr Ser Val 

185 190 195 

Leu Leu Cys Leu Gly He Thr Ala Leu Val Cys Leu Ser Val Thr 

200 205 210 

Val Phe Ser Phe Gin Thr Lys Phe Asp Phe Thr Ser Cys Gin Gly 

215 220 225 

Val Leu Phe Val Leu Leu Met Thr Leu Phe Phe Ser Gly Leu He 

230 235 240 

Leu Ala He Leu Leu Pro Phe Gin Tyr Val Pro Trp Leu His Ala 

245 250 255 

Val Tyr Ala Ala Leu Gly Ala Gly Val Phe Thr Leu Phe Leu Ala 

260 265 270 

Leu Asp Thr Gin Leu Leu Met Gly Asn Arg Arg His Ser Leu Ser 

275 280 285 

Pro Glu Glu Tyr He Phe Gly Ala Leu Asn He Tyr Leu Asp He 

290 295 300 

He Tyr He Phe Thr Phe Phe Leu Gin Leu Phe Gly Thr Asn Arg 

305 310 315 

Glu 



<210> 4 
<211> 89 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No.: 380721CD1 

<400> 4 

Met Ser Glu Gin Gly Asp Leu Asn Gin Ala He Ala Glu Glu Gly 

15 10 15 

Gly Thr Glu Gin Glu Thr Ala Thr Pro Glu Asn Gly He Val Lys 

20 25 30 

Ser Glu Ser Leu Asp Glu Glu Glu Lys Leu Glu Leu Gin Arg Arg 

35 40 45 

Leu Glu Ala Gin Asn Gin Glu Arg Arg Lys Ser Lys Ser Gly Ala 

50 55 60 

Gly Lys Gly Lys Leu Thr Arg Ser Leu Ala Val Cys Glu Glu Ser 

65 70 75 

Ser Ala Arg Pro Gly Gly Glu Ser Leu Gin Gly Gin Thr Leu 

80 85 
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<210> 5 

<211> 273 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No.: 829443CD1 

<400> 5 



Met 


Arg 


Gly 


Ser 


Gin 


Glu 


Val 


Leu 


Leu 


Met 


Trp 


Leu 


Leu 


Val 


Leu 


l 






5 










10 












Ala 


Val 


Gly 


Gly 


Thr 


Glu 


His 


Ala 


Tyr 


Arg 


Pro 


Gly Arg 


Arg 


Val 










20 










25 












Cys 


Ala 


Val 


Arg 


AJ.a 


tiXS 


Gly Asp 


Pro 


Val 


Ser 


Glu 


Ser 


Phe 


Val 








35 










40 












Gin 


Arg 


Val 


Tyr 


Cjin 
50 


Pro 


Phe 


Leu 


Thr 


Thr 
55 


Cys 


Asp 


Gly 


His 




Ala 


Cys 


Ser 


Thr 


Tyr 
65 


Arg 


Thr 


He 


Tyr 


Arg 
70 


Thr 


Ala 


Tyr 


Arg 


Arg 


Ser 


Pro 


Gly 


Leu 


Ala 
80 


Pro 


Ala 


Arg 


Pro 


Arg 
85 


Tyr 


Ala 


Cys 


Cys 


Pro 


Gly Trp 


Lys 


Arg 


Thr 


Ser 


Gly 


Leu 


Pro 


Gly 


Ala 


Cys 


Gly Ala 


Ala 










95 










100 










105 


He 


Cys 


Gin 


Pro 


Pro 


Cys 


Arg 


Asn 


Gly Gly 


Ser 


Cys 


Val 


Gin 


Pro 










110 










115 












Gly Arg 


Cys 


Arg 


Cys 


Pro 


Ala 


Gly Trp 


Arg 


Gly Asp 


Thr 


Cys 


Gin 










125 










130 










i. J J 


Ser 


Asp 


Val 


Asp 


Glu 
140 


Cys 


Ser 


Ala 


Arg 


Arg 
145 


Gly 


Gly 


Cys 


Pro 


Gin 
150 


Arg 


Cys 


Val 


Asn 


Thr 


Ala 


Gly 


Ser 


Tyr 


Trp 


Cys 


Gin 


Cys 


Trp 


Glu 






155 










160 










165 


Gly 


His 


Ser 


Leu 


Ser 


Ala 


Asp 


Gly 


Thr 


Leu 


Cys 


Val 


Pro 


Lys 


Gly 








170 










175 










180 


Gly 


Pro 


Pro 


Arg 


Val 


Ala 


Pro 


Asn 


Pro 


Thr 


Gly 


Val 


Asp 


Ser 


Ala 








185 










190 










195 


Met 


Lys 


Glu 


Glu 


Val 
200 


Gin 


Arg 


Leu 


Gin 


Ser 
205 


Arg 


Val 


Asp 


Leu 


Leu 
210 


Glu 


Glu 


Lys 


Leu 


Gin 
215 


Leu 


Val 


Leu 


Ala 


Pro 
220 


Leu 


His 


Ser 


Leu 


Ala 
225 


Ser 


Gin 


Ala 


Leu 


Glu 
230 


His 


Gly 


Leu 


Pro 


Asp 
235 


Pro 


Gly 


Ser 


Leu 


Leu 
240 


Val 


His 


Ser 


Phe 


Gin 


Gin 


Leu 


Gly Arg 


He 


Asp 


Ser 


Leu 


Ser 


Glu 










245 










250 










255 


Gin 


He 


Ser 


Phe 


Leu 
260 


Glu 


Glu 


Gin 


Leu 


Gly 
265 


Ser 


Cys 


Ser 


Cys 


Lys 
270 



Lys Asp Ser 



<210> 6 

<211> 263 

<212> PRT 

<213> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte ID No . : 1470058CD1 

<400> 6 

Met Leu Lys Cys His Val Phe Arg Cys Asp Val Pro Ala Lys Ala 
15 10 15 

lie Ala Ser Ala Leu His Gly Leu Cys Ala Gin He Leu Ser Glu 
20 25 30 

Arg Val Glu Val Ser Gly Asp Ala Ser Cys Cys Ser Pro Asp Pro 
35 40 45 

He Ser Pro Glu Asp Leu Pro Arg Gin Val Glu Leu Leu Asp Ala 
50 55 60 

Val Ser Gin Ala Ala Gin Lys Tyr Glu Ala Leu Tyr Met Gly Thr 
65 70 75 

Leu Pro Val Thr Lys Ala Met Gly Met Asp Val Leu Asn Glu Ala 
80 85 90 

He Gly Thr Leu Thr Ala Arg Gly Asp Arg Asn Ala Trp Val Pro 
95 100 105 

Thr Met Leu Ser Val Ser Asp Ser Leu Met Thr Ala His Pro He 

110 H5 120 

Gin Ala Glu Ala Ser Thr Glu Glu Glu Pro Leu Trp Gin Cys Pro 

125 130 135 

Val Arg Leu Val Thr Phe He Gly Val Gly Arg Asp Pro His Thr 

140 145 150 

Phe Gly Leu He Ala Asp Leu Gly Arg Gin Ser Phe Gin Cys Ala 

155 160 165 

Ala Phe Trp Cys Gin Pro His Ala Gly Gly Leu Ser Glu Ala Val 

170 175 180 

Gin Ala Ala Cys Met Val Gin Tyr Gin Lys Cys Leu Val Ala Ser 

185 190 195 

Ala Ala Arg Gly Lys Ala Trp Gly Ala Gin Ala Arg Ala Arg Leu 

200 205 210 

Arg Leu Lys Arg Thr Ser Ser Met Asp Ser Pro Gly Gly Pro Leu 

215 220 225 

Pro Leu Pro Leu Leu Lys Gly Gly Val Gly Gly Ala Gly Ala Thr 

230 235 240 

Pro Arg Lys Arg Gly Val Phe Ser Phe Leu Asp Ala Phe Arg Leu 

245 250 255 

Lys Pro Ser Leu Leu His Met Pro 

260 

<210> 7 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No.: 1554947CD1 

<400> 7 

Met Ala Asp Phe Asp Glu He Tyr Glu Glu Glu Glu Asp Glu Glu 
15 10 15 

Arg Ala Leu Glu Glu Gin Leu Leu Lys Tyr Ser Pro Asp Pro Val 
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20 25 30 

Val Val Arg Gly Ser Gly His Val Thr Val Phe Gly Leu Ser Asn 

35 40 45 

Lys Phe Glu Ser Glu Phe Pro Ser Ser Leu Thr Gly Lys Val Ala 

50 55 60 

Pro Glu Glu Phe Lys Ala Ser lie Asn Arg Val Asn Ser Cys Leu 

65 70 75 

Lys Lys Asn Leu Pro Val Asn Val Arg Trp Leu Leu Cys Gly Cys 

80 85 90 

Leu Cys Cys Cys Cys Thr Leu Gly Cys Ser Met Trp Pro Val lie 

95 100 105 

Cys Leu Ser Lys Arg Thr Arg Arg Ser lie Glu Lys Leu Leu Glu 

110 115 120 

Trp Glu Asn Asn Arg Leu Tyr His Lys Leu Cys Leu His Trp Arg 

125 130 135 

Leu Ser Lys Arg Lys Cys Glu Thr Asn Asn Met Met Glu Tyr Val 

140 145 150 

lie Leu lie Glu Phe Leu Pro Lys Thr Pro lie Phe Arg Pro Asp 

155 160 165 



<210> 8 

<211> 424 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No.: 1690245CD1 

<400> 8 

Met Gin Asn Leu Gly Met Thr Ser Pro Leu Pro Tyr Asp Ser Leu 

15 10 15 

Gly Tyr Asn Ala Pro His His Pro Phe Ala Gly Tyr Pro Pro Gly 

20 25 30 

Tyr Pro Met Gin Ala Tyr Val Asp Pro Ser Asn Pro Asn Ala Gly 

35 40 45 

Lys Val Leu Leu Pro Thr Pro Ser Met Asp Pro Val Cys Ser Pro 

50 55 60 

Ala Pro Tyr Asp His Ala Gin Pro Leu Val Gly His Ser Thr Glu 

65 70 75 

Pro Leu Ser Ala Pro Pro Pro Val Pro Val Val Pro His Val Ala 

80 85 90 

Ala Pro Val Glu Val Ser Ser Ser Gin Tyr Val Ala Gin Ser Asp 

95 100 105 

Gly Val Val His Gin Asp Ser Ser Val Ala Val Leu Pro Val Pro 

110 115 120 

Ala Pro Gly Pro Val Gin Gly Gin Asn Tyr Ser Val Trp Asp Ser 

125 130 135 

Asn Gin Gin Ser Val Ser Val Gin Gin Gin Tyr Ser Pro Ala Gin 

140 145 150 

Ser Gin Ala Thr He Tyr Tyr Gin Gly Gin Thr Cys Pro Thr Val 

155 160 165 

Tyr Gly Val Thr Ser Pro Tyr Ser Gin Thr Thr Pro Pro He Val 

170 175 180 
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Gin Ser Tyr Ala Gin Pro Ser Leu Gin Tyr lie Gin Gly Gin Gin 

185 190 195 

He Phe Thr Ala His Pro Gin Gly Val Val Val Gin Pro Ala Ala 

200 205 210 

Ala Val Thr Thr He Val Ala Pro Gly Gin Pro Gin Pro Leu Gin 

215 220 225 

Pro Ser Glu Met Val Val Thr Asn Asn Leu Leu Asp Leu Pro Pro 

230 235 240 

Pro Ser Pro Pro Lys Pro Lys Thr He Val Leu Pro Pro Asn Trp 

245 250 255 

Lys Thr Ala Arg Asp Pro Glu Gly Lys He Tyr Tyr Tyr His Val 

260 265 270 

He Thr Arg Gin Thr Gin Trp Asp Pro Pro Thr Trp Glu Ser Pro 

275 280 285 

Gly Asp Asp Ala Ser Leu Glu His Glu Ala Glu Met Asp Leu Gly 

290 295 300 

Thr Pro Thr Tyr Asp Glu Asn Pro Met Lys Ala Ser Lys Lys Pro 

305 310 315 

Lys Thr Ala Glu Ala Asp Thr Ser Ser Glu Leu Ala Lys Lys Ser 

320 325 330 
Lys Glu Val Phe Arg Lys Glu Met Ser Gin Phe He Val Gin Cys 

335 340 345 

Leu Asn Pro Tyr Arg Lys Pro Asp Cys Lys Val Gly Arg He Thr 

350 355 360 

Thr Thr Glu Asp Phe Lys His Leu Ala Arg Lys Leu Thr His Gly 

365 370 375 
Val Met Asn Lys Glu Leu Lys Tyr Cys Lys Asn Pro Glu Asp Leu 

380 385 390 
Glu Cys Asn Glu Asn Val Lys His Lys Thr Lys Glu Tyr He Lys 

395 400 405 
Lys Tyr Met Gin Lys Phe Gly Ala Val Tyr Lys Pro Lys Glu Asp 

410 415 420 

Thr Glu Leu Glu 



<210> 9 
<211> 164 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No.: 1878262CD1 

<400> 9 

Met Arg Cys Cys Arg Arg Arg Cys Cys Cys Arg Gin Pro Pro His 

15 10 15 

Ala Leu Arg Pro Leu Leu Leu Leu Pro Leu Val Leu Leu Pro Pro 

20 25 30 

Leu Ala Ala Ala Ala Ala Gly Pro Asn Arg Cys Asp Thr He Tyr 

35 40 45 

Gin Gly Phe Ala Glu Cys Leu He Arg Leu Gly Asp Ser Met Gly 

50 55 60 

Arg Gly Gly Glu Leu Glu Thr He Cys Arg Ser Trp Asn Asp Phe 



8/53 



ILI! »3P s» y » K » tUi & PJ ..■>'' W J!,. 



WO 00/34477 PCT/US99/30408 



65 70 75 

His Ala Cys Ala Ser Gin Val Leu Ser Gly Cys Pro Glu Glu Ala 

80 85 90 

Ala Ala Val Trp Glu Ser Leu Gin Gin Glu Ala Arg Gin Ala Pro 

95 100 105 

Arg Pro Asn Asn Leu His Thr Leu Cys Gly Ala Pro Val His Val 

110 115 120 

Arg Glu Arg Gly Thr Gly Ser Lys Thr Asn Gin Glu Thr Leu Arg 

125 130 135 

Ala Thr Ala Pro Ala Leu Pro Met Ala Pro Ala Pro Pro Leu Leu 

140 145 150 
Ala Ala Ala Leu Ala Leu Ala Tyr Leu Leu Arg Pro Leu Ala 

155 160 



<210> 10 
<211> 796 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No.: 2253519CD1 

<400> 10 

Met Thr Val Ala Gly Leu Lys Leu Leu Arg Ser Ala Phe Cys Cys 
1 5 10 15 

Pro Pro Gin Gin Tyr Leu Thr Leu Ala Phe Thr Val Leu Leu Phe 
20 25 30 

His Phe Asp Tyr Pro Arg Leu Ser Gin Gly Phe Leu Leu Asp Tyr 
35 40 45 

Phe Leu Met Ser Leu Leu Cys Ser Lys Leu Trp Asp Leu Leu Tyr 
50 55 60 

Lys Leu Arg Phe Val Leu Thr Tyr He Ala Pro Trp Gin He Thr 
65 70 75 

Trc Gly Ser Ala Phe His Ala Phe Ala Gin Pro Phe Ala Val Pro 
80 85 90 

His Ser Ala Met Leu Phe Val Gin Ala Leu Leu Ser Gly Leu Phe 
95 100 105 

Ser Thr Pro Leu Asn Pro Leu Leu Gly Ser Ala Val Phe He Met 
110 H5 120 

Ser Tyr Ala Arg Pro Leu Lys Phe Trp Glu Arg Asp Tyr Asn Thr 
125 130 135 

Lys Arg Val Asp His Ser Asn Thr Arg Leu Val Thr Gin Leu Asp 
140 145 150 

Arg Asn Pro Gly Ala Asp Asp Asn Asn Leu Asn Ser He Phe Tyr 
155 160 165 

Glu His Leu Thr Arg Ser Leu Gin His Thr Leu Cys Gly Asp Leu 
170 175 180 

Val Leu Gly Arg Trp Gly Asn Tyr Gly Pro Gly Asp Cys Phe Val 
185 190 195 

Leu Ala Ser Asp Tyr Leu Asn Ala Leu Val His Leu He Glu Val 
200 205 210 

Gly Asn Gly Leu Val Thr Phe Gin Leu Arg Gly Leu Glu Phe Arg 
215 220 225 
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GlV 


Thr 


Tyr 


Cys 


Gin 


Gin 


Arg 


Glu 


Val 


Glu 


Ala 


He 


Thr 


Glu 


Gly 








230 










235 










240 


Val 


Glu 


Glu 


Asp 


Glu 


Gly 


Cys 


Cys 


Cys 


Cys 


Glu 


Pro 


Gly 


His 


Leu 








245 










250 










255 


Pro 


Arg 


Val 


Leu 


Ser 


Phe 


Asn 


Ala 


Ala 


Phe 


Gly 


Gin 


Arg 


Trp 


Leu 








260 










265 










270 


Ala 


Trp 


Glu 


Val 


Thr 


Ala 


Ser 


Lys 


Tyr 


Val 


Leu 


Glu 


Gly 


Tyr 


Ser 








275 










280 










285 


lie 


Ser 


Asp 


Asn 


Asn 


Ala 


Ala 


Ser 


Met 


Leu 


Gin 


Val 


Phe 


Asp 


Leu 








290 










295 










300 


Arq 


Lys 


He 


Leu 


He 


Thr 


Tyr 


Tyr 


Val 


Lys 


Ser 


He 


He 


Tyr 


Tyr 






305 










310 










315 


Val 


Ser 


Arg 


Ser 


Pro 


Lys 


Leu 


Glu 


Val 


Trp 


Leu 


Ser 


His 


Glu 


Gly 








320 










325 










330 


He 


Thr 


Ala 


Ala 


Leu 
335 


Arg 


Pro 


Val 


Arg 


Val 
340 


Pro 


Gly 


Tyr 


Ala 


Asp 
345 


Ser 


Asp 


Pro 


Thr 


Phe 


Ser 


Leu 


Ser 


Val 


Asp 


Glu 


Asp 


Tyr 


Asp 


Leu 








350 










355 










360 


Arg 


Leu 


Ser 


Gly 


Leu 


Ser 


Leu 


Pro 


Ser 


Phe 


Cys 


Ala 


Val 


His 


Leu 








365 










370 










375 


Glu 


Trp 


He 


Gin 


Tyr 


Cys 


Ala 


Ser 


Arg 


Arg 


Thr 


Arg 


Pro 


Val 


Asp 








380 










385 










390 


Gin 


Asp 


Trp 


Asn 


Ser 


Pro 


Leu 


Val 


Thr 


Leu 


Cys 


Phe 


Gly 


Leu 


Cys 








395 










400 










405 


Val 


Leu 


Gly Arg 


Arg 


Ala 


Leu 


Gly 


Thr 


Ala 


Ser 


His 


Ser 


Met 


Ser 










410 










415 










420 


Ala 


Ser 


Leu 


Glu 


Pro 
425 


Phe 


Leu 


Tyr 


Gly 


Leu 
430 


His 


Ala 


Leu 


Phe 


Lys 
435 


Gly 


Asp 


Phe 


Arg 


He 


Thr 


Ser 


Pro 


Arg 


Asp 


Glu 


Trp 


Val 


Phe 


Ala 






440 










445 










450 


Asp 


Met 


Asp 


Leu 


Leu 


His 


Arg 


Val 


Val 


Ala 


Pro 


Gly 


Val 


Arg 


Met 








455 










460 










465 


Ala 


Leu 


Lys 


Leu 


His 


Gin 


Asp 


His 


Phe 


Thr 


Ser 


Pro 


Asp 


Glu 


Tyr 








470 










475 










480 


Glu 


Glu 


Pro 


Ala 


Ala 
485 


Leu 


Tyr 


Asp 


Ala 


He 
490 


Ala 


Ala 


Asn 


Glu 


Glu 
495 


Arg 


Leu 


Val 


He 


Ser 


His 


Glu 


Gly 


Asp 


Pro 


Ala 


Trp 


Arg 


Ser 


Ala 








500 










505 










510 


He 


Leu 


Ser 


Asn 


Thr 
515 


Pro 


Ser 


Leu 


Leu 


Ala 
520 


Leu 


Arg 


His 


Val 


Leu 
525 


Asp 


Asp 


Ala 


Ser 


Asp 


Glu 


Tyr 


Lys 


He 


He 


Met 


Leu 


Asn 


Arg 


Arg 






530 










535 










540 


His 


Leu 


Ser 


Phe 


Arg 
545 


Val 


He 


Lys 


Val 


Asn 
550 


Arg 


Glu 


Cys 


Val 


Arg 
555 


Gly 


Leu 


Trp 


Ala 


Gly Gin 


Gin 


Gin 


Glu 


Leu 


Val 


Phe 


Leu 


Arg 


Asn 








560 










565 










570 


Arg 


Asn 


Pro 


Glu 


Arg 


Gly 


Ser 


He 


Gin 


Asn 


Ala 


Lys 


Gin 


Ala 


Leu 








575 










580 










585 


Arg 


Asn 


Met 


He 


Asn 


Ser 


Ser 


Cys 


Asp 


Gin 


Pro 


Leu 


Gly 


Tyr 


Pro 








590 










595 










600 


He 


Tyr 


Val 


Ser 


Pro 


Leu 


Thr 


Thr 


Ser 


Leu 


Ala 


Gly 


Ser 


His 


Pro 








605 










610 










615 


Gin 


Leu 


Arg 


Ala 


Leu 


Trp 


Gly Gly 


Pro 


He 


Ser 


Leu 


Gly 


Ala 


He 








620 










625 










630 


Ala 


His 


Trp 


Leu 


Leu 


Arg 


Thr 


Trp 


Glu 


Arg 


Leu 


His 


Lys 


Gly 


Cys 
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635 640 645 

Gly Ala Gly Cys Asn Ser Gly Gly Asn Val Asp Asp Ser Asp Cys 

650 655 660 

Ser Gly Gly Gly Gly Leu Thr Ser Leu Ser Asn Asn Pro Pro Val 

665 670 675 

Ala His Pro Thr Pro Glu Asn Thr Ala Gly Asn Gly Asp Gin Pro 

680 685 690 

Leu Pro Pro Gly Pro Gly Trp Gly Pro Arg Ser Ser Leu Ser Gly 

695 700 705 

Ser Gly Asp Gly Arg Pro Pro Pro Leu Leu Gin Trp Pro Pro Pro 

710 715 720 

Arg Leu Pro Gly Pro Pro Pro Ala Ser Pro lie Pro Thr Glu Gly 

725 730 735 

Pro Arg Thr Ser Arg Pro Pro Gly Pro Gly Leu Leu Ser Ser Glu 

740 745 750 

Gly Pro Ser Gly Lys Trp Ser Leu Gly Gly Arg Lys Gly Leu Gly 

755 760 765 

Gly Ser Asp Gly Glu Pro Ala Ser Gly Ser Pro Lys Gly Gly Thr 

770 775 780 

Pro Lys Ser Gin Val Arg His Leu Trp Glu Gly Trp Val Pro Glu 

785 790 795 

Gly 



<210> 11 
<211> 854 
<212> PRT 

<213> Homo sapiens 
<220> 

<22l> misc_f eature 

<223> Incyte ID No. : 2888437CD1 

<400> 11 

Met Lys Cys Leu Tyr Tyr Leu Tyr Ala Ser Leu Asp Pro Asn Ala 

15 10 15 

Val Lys Ala Leu Asn Glu Met Trp Lys Cys Gin Asn Met Leu Arg 

20 25 30 

lie His Val Arg Glu Leu Leu Asp Leu His Lys Gin Pro Thr Ser 

35 40 45 

Glu Ala Asn Cys Ser Ala Met Phe Gly Lys Leu Met Thr lie Ala 

50 55 60 

Lys Asn Leu Pro Asp Pro Gly Lys Ala Gin Asp Phe Val Lys Lys 

65 70 75 

Phe Asn Gin Val Leu Gly Asp Asp Glu Lys Leu Arg Ser Gin Leu 

80 85 90 

Glu Leu Leu lie Ser Pro Thr Cys Ser Cys Lys Gin Ala Asp lie 

95 100 105 

Cys Val Arg Glu lie Ala Arg Lys Leu Ala Asn Pro Lys Gin Pro 

110 115 120 

Thr Asn Pro Phe Leu Glu Met Val Lys Phe Leu Leu Glu Arg lie 

125 130 135 

Ala Pro Val His lie Asp Ser Glu Ala lie Ser Ala Leu Val Lys 

140 145 150 
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Leu Met Asn Lys Ser He Glu Gly Thr Ala Asp Asp Glu Glu Glu 

155 160 165 

Gly Val Ser Pro Asp Thr Ala He Arg Ser Gly Leu Glu Leu Leu 

170 175 180 

Lys Val Leu Ser Phe Thr His Pro Thr Ser Phe His Ser Ala Glu 

185 190 195 

Thr Tyr Glu Ser Leu Leu Gin Cys Leu Arg Met Glu Asp Asp Lys 

200 205 210 

Val Ala Glu Ala Ala He Gin He Phe Arg Asn Thr Gly His Lys 

215 220 225 

He Glu Thr Asp Leu Pro Gin He Arg Ser Thr Leu He Pro He 

230 235 240 

Leu His Gin Lys Ala Lys Arg Gly Thr Pro His Gin Ala Lys Gin 

245 250 255 

Ala Val His Cys He His Ala He Phe Thr Asn Lys Glu Val Gin 

260 265 270 

Leu Ala Gin He Phe Glu Pro Leu Ser Arg Ser Leu Asn Ala Asp 

275 280 285 

Val Pro Glu Gin Leu He Thr Pro Leu Val Ser Leu Gly His He 

290 295 300 

Ser Met Leu Ala Pro Asp Gin Phe Ala Ser Pro Met Lys Ser Val 

305 310 315 

Val Ala Asn Phe He Val Lys Asp Leu Leu Met Asn Asp Arg Ser 

320 325 330 

Thr Gly Glu Lys Asn Gly Lys Leu Trp Ser Pro Asp Glu Glu Val 

335 340 345 

Ser Pro Glu Val Leu Ala Lys Val Gin Ala He Lys Leu Leu Val 

350 355 360 

Arg Trp Leu Leu Gly Met Lys Asn Asn Gin Ser Lys Ser Ala Asn 

365 370 375 

Ser Thr Leu Arg Leu Leu Ser Ala Met Leu Val Ser Glu Gly Asp 

380 385 390 

Leu Thr Glu Gin Lys Arg He Ser Lys Ser Asp Met Ser Arg Leu 

395 400 405 

Arg Leu Ala Ala Gly Ser Ala He Met Lys Leu Ala Gin Glu Pro 

410 415 420 

Cys Tyr His Glu He He Thr Pro Glu Gin Phe Gin Leu Cys Ala 

425 430 435 

Leu Val He Asn Asp Glu Cys Tyr Gin Val Arg Gin He Phe Ala 

440 445 450 

Gin Lys Leu His Lys Ala Leu Val Lys Leu Leu Leu Pro Leu Glu 

455 460 465 

Tyr Met Ala He Phe Ala Leu Cys Ala Lys Asp Pro Val Lys Glu 

470 475 480 

Arg Arg Ala His Ala Arg Gin Cys Leu Leu Lys Asn He Ser He 

485 490 495 

Arg Arg Glu Tyr He Lys Gin Asn Pro Met Ala Thr Glu Lys Leu 

500 505 510 

Leu Ser Leu Leu Pro Glu Tyr Val Val Pro Tyr Met He His Leu 

515 520 525 

Leu Ala His Asp Pro Asp Phe Thr Arg Ser Gin Asp Val Asp Gin 

530 535 540 

Leu Arg Asp He Lys Glu Cys Leu Trp Phe Met Leu Glu Val Leu 

545 550 555 

Met Thr Lys Asn Glu Asn Asn Ser His Ala Phe Met Lys Lys Met 
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560 565 570 

Ala Glu Asn He Lys Leu Thr Arg Asp Ala Gin Ser Pro Asp Glu 

575 580 585 

Ser Lys Thr Asn Glu Lys Leu Tyr Thr Val Cys Asp Val Ala Leu 

590 595 600 

Cys Val He Asn Ser Lys Ser Ala Leu Cys Asn Ala Asp Ser Pro 

605 610 615 

Lys Asp Pro Val Leu Pro Met Lys Phe Phe Thr Gin Pro Glu Lys 

620 625 630 

Asp Phe Cys Asn Asp Lys Ser Tyr He Ser Glu Glu Thr Arg Val 

635 640 645 

Leu Leu Leu Thr Gly Lys Pro Lys Pro Ala Gly Val Leu Gly Ala 

650 655 660 

Val Asn Lys Pro Leu Ser Ala Thr Gly Arg Lys Pro Tyr Val Arg 

665 670 675 

Ser Thr Gly Thr Glu Thr Gly Ser Asn He Asn Val Asn Ser Glu 

680 685 690 

Leu Asn Pro Ser Thr Gly Asn Arg Ser Arg Glu Gin Ser Ser Glu 

695 700 705 

Ala Ala Glu Thr Gly Val Ser Glu Asn Glu Glu Asn Pro Val Arg 

710 715 720 

He He Ser Val Thr Pro Val Lys Asn He Asp Pro Val Lys Asn 

725 730 735 

Lys Glu He Asn Ser Asp Gin Ala Thr Gin Gly Asn He Ser Ser 

740 745 750 

Asp Arg Gly Lys Lys Arg Thr Val Thr Ala Ala Gly Ala Glu Asn 

755 760 765 

He Gin Gin Lys Thr Asp Glu Lys Val Asp Glu Ser Gly Pro Pro 

770 775 780 

Ala Pro Ser Lys Pro Arg Arg Gly Arg Arg Pro Lys Ser Glu Ser 

785 790 795 

Gin Gly Asn Ala Thr Lys Asn Asp Asp Leu Asn Lys Pro He Asn 

800 805 810 

Lys Gly Arg Lys Arg Ala Ala Val Gly Gin Glu Ser Pro Gly Gly 

815 820 825 

Leu Glu Ala Gly Asn Ala Lys Ala Pro Lys Leu Gin Asp Leu Ala 

830 835 840 

Lys Lys Ala Ala Pro Ala Glu Arg Gin He Asp Leu Gin Arg 

845 850 



<210> 12 
<211> 856 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No.: 3201753CD1 

<400> 12 

Met Arg Gly He Phe He Lys His 

1 5 
Gly Lys Asn Gly Thr Leu Lys Pro 
20 



Val Leu Glu Asp Ser Pro Ala 
10 15 

Gly Asp Arg He Val Glu Val 
25 30 
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Asp 


Gly 


Met 


Asp 


Leu 


Arg 


Asp 


Ala 


Ser 


His 


Glu 


Gin 


Ala 


Val 


Glu 








35 










40 










45 


Ala 


He 


Arg 


Lys 


Ala 


Gly 


Asn 


Pro 


Val 


Val 


Phe 


Met 


Val 


Gin 


Ser 










50 










55 










60 


He 


He 


Asn 


Arg 


Pro 


Arg 


Ala 


Pro 


Ser 


Gin 


Ser 


Glu 


Ser 


Glu 


Pro 










65 










70 










75 


Glu 


Lys 


Ala 


Pro 


Leu 


Cys 


Ser 


Val 


Pro 


Pro 


Pro 


Pro 


Pro 


Ser 


Ala 








80 










85 










90 


Phe 


Ala 


Glu 


Met 


Gly 


Ser 


Asp 


His 


Thr 


Gin 


Ser 


Ser 


Ala 


Ser 


Lys 










95 










100 










105 


He 


Ser 


Gin 


Asp 


Val 


Asp 


Lys 


Glu 


Asp 


Glu 


Phe 


Gly 


Tyr 


Ser 


Trp 










110 










115 










120 


LVS 


Asn 


He 


Arg 


Glu 


Arg 


Tyr 


Gly 


Thr 


Leu 


Thr 


Gly 


Glu 


Leu 


His 








125 










130 










135 


Met 


He 


Glu 


Leu 


Glu 


Lys 


Gly 


His 


Ser 


Gly 


Leu 


Gly 


Leu 


Ser 


Leu 










140 










145 










150 


Ala 


Gly 


Asn 


Lys 


Asp 


Arg 


Ser 


Arg 


Met 


Ser 


Val 


Phe 


He 


Val 


Gly 










155 










160 










165 


He 


Asp 


Pro 


Asn 


Gly 


Ala 


Ala 


Gly 


Lys 


Asp 


Gly Arg 


Leu 


Gin 


He 








170 










175 










180 


Ala 


Asp 


Glu 


Leu 


Leu 


Glu 


He 


Asn 


Gly 


Gin 


He 


Leu 


Tyr 


Gly Arg 








185 










190 










195 


Ser 


His 


Gin 


Asn 


Ala 


Ser 


Ser 


He 


He 


Lys 


Cvs 


Ala 


Pro 


Ser 


Lys 










200 










205 










210 


Val 


Lvs 


He 


He 


Phe 


He 


Arg 


Asn 


Lys 


Asp 


Ala 


Val 


Asn 


Gin 


Met 








215 










220 










225 


Ala 


Val 


Cvs 


Pro 


Gly 


Asn 


Ala 


Val 


Glu 


Pro 


Leu 


Pro 


Ser 


Asn 


Ser 










230 










235 










240 


Glu 


Asn 


Leu 


Gin 


Asn 


Lys 


Glu 


Thr 


Glu 


Pro 


Thr 


Val 


Thr 


Thr 


Ser 










245 










250 










255 


Asp 


Ala 


Ala 


Val 


Asp 


Leu 


Ser 


Ser 


Phe 


Lys 


Asn 


Val 


Gin 


His 


Leu 








260 










265 










270 


Glu 


Leu 


Pro 


Lys 


Asp 


Gin 


Gly 


Gly 


Leu 


Gly 


He 


Ala 


He 


Ser 


Glu 










275 










280 










285 


Glu 


Asp 


Thr 


Leu 


Ser 


Gly Val 


He 


He 


Lys 


Ser 


Leu 


Thr 


Glu 


His 








290 










295 










300 


Gly Val 


Ala 


Ala 


Thr 


Asp 


Gly Arg 


Leu 


Lys 


Val 


Gly Asp 


Gin 


He 










305 










310 










315 


Leu 


Ala 


Val 


Asp 


Asp 


Glu 


He 


Val 


Val 


Gly 


Tyr 


Pro 


He 


Glu 


Lys 










320 










325 










330 


Phe 


He 


Ser 


Leu 


Leu 


Lys 


Thr 


Ala 


Lys 


Met 


Thr 


Val 


Lys 


Leu 


Thr 










335 










340 










345 


He 


His 


Ala 


Glu 


Asn 


Pro 


Asp 


Ser 


Gin 


Ala 


Val 


Pro 


Ser 


Ala 


Ala 










350 










355 










360 


Gly 


Ala 


Ala 


Ser 


Gly 


Glu 


Lys 


Lys 


Asn 


Ser 


Ser 


Gin 


Ser 


Leu 


Met 








365 










370 










375 


Val 


Pro 


Gin 


Ser 


Gly 


Ser 


Pro 


Glu 


Pro 


Glu 


Ser 


He 


Arg 


Asn 


Thr 










380 










385 










390 


Ser 


Arg 


Ser 


Ser 


Thr 


Pro 


Ala 


He 


Phe 


Ala 


Ser 


Asp 


Pro 


Ala 


Thr 








395 










400 










405 


Cys 


Pro 


He 


He 


Pro 


Gly 


Cys 


Glu 


Thr 


Thr 


He 


Glu 


He 


Ser 


Lys 








410 










415 










420 


Gly Arg 


Thr 


Gly 


Leu 


Gly 


Leu 


Ser 


He 


Val 


Gly Gly 


Ser 


Asp 


Thr 










425 










430 










435 


Leu 


Leu 


Gly 


Ala 


He 


He 


He 


His 


Glu 


Val 


Tyr 


Glu 


Glu 


Gly Ala 
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440 445 450 

Ala Cys Lys Asp Gly Arg Leu Trp Ala Gly Asp Gin lie Leu Glu 

455 460 465 

Val Asn Gly lie Asp Leu Arg Lys Ala Thr His Asp Glu Ala lie 

470 475 480 

Asn Val Leu Arg Gin Thr Pro Gin Arg Val Arg Leu Thr Leu Tyr 

485 490 495 

Arg Asp Glu Ala Pro Tyr Lys Glu Glu Glu Val Cys Asp Thr Leu 

500 505 510 

Thr lie Glu Leu Gin Lys Lys Pro Gly Lys Gly Leu Gly Leu Ser 

515 520 525 

lie Val Gly Lys Arg Asn Asp Thr Gly Val Phe Val Ser Asp lie 

530 535 540 

Val Lys Gly Gly He Ala Asp Ala Asp Gly Arg Leu Met Gin Gly 

545 550 555 

Asp Gin He Leu Met Val Asn Gly Glu Asp Val Arg Asn Ala Thr 

560 565 570 

Gin Glu Ala Val Ala Ala Leu Leu Lys Cys Ser Leu Gly Thr Val 

575 580 585 

Thr Leu Glu Val Gly Arg He Lys Ala Gly Pro Phe His Ser Glu 

590 595 600 

Arg Arg Pro Ser Gin Ser Ser Gin Val Ser Glu Gly Ser Leu Ser 

605 610 615 

Ser Phe Thr Phe Pro Leu Ser Gly Ser Ser Thr Ser Glu Ser Leu 

620 625 630 

Glu Ser Ser Ser Lys Lys Asn Ala Leu Ala Ser Glu He Gin Gly 

635 640 645 

Leu Arg Thr Val Glu Met Lys Lys Gly Pro Thr Asp Ser Leu Gly 

650 655 660 

He Ser He Ala Gly Gly Val Gly Ser Pro Leu Gly Asp Val Pro 

665 670 675 

He Phe He Ala Met Met His Pro Thr Gly Val Ala Ala Gin Thr 

680 685 690 

Gin Lys Leu Arg Val Gly Asp Arg He Val Thr He Cys Gly Thr 

695 700 705 

Ser Thr Glu Gly Met Thr His Thr Gin Ala Val Asn Leu Leu Lys 

710 715 720 

Asn Ala Ser Gly Ser He Glu Met Gin Val Val Ala Gly Gly Asp 

725 730 735 

Val Ser Val Val Thr Gly His Gin Gin Glu Pro Ala Ser Ser Ser 

740 745 750 

Leu Ser Phe Thr Gly Leu Thr Ser Ser Ser He Phe Gin Asp Asp 

755 760 765 

Leu Gly Pro Pro Gin Cys Lys Ser He Thr Leu Glu Arg Gly Pro 

770 775 780 

Asp Gly Leu Gly Phe Ser He Val Gly Gly Tyr Gly Ser Pro His 

785 790 795 

Gly Asp Leu Pro He Tyr Val Lys Thr Val Phe Ala Lys Gly Ala 

800 805 810 

Ala Ser Glu Asp Gly Arg Leu Lys Arg Gly Asp Gin He He Ala 

815 820 825 

Val Asn Gly Gin Ser Leu Glu Gly Val Thr His Glu Glu Ala Val 

830 835 840 
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Ala lie Leu Lys Arg Thr Lys Gly Thr Val Thr Leu Met Val Leu 
845 850 855 

Ser 



<210> 13 
<211> 361 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No.: 3800639CD1 



<400> 13 


























±y 


Met 


Glu 


Thr 


Gly 


Ala 


Ala 


Glu 


Leu 


Tyr 


Asp 


Gin 


Ala 


Leu 


Leu 


1 






5 










10 










1 5 


He 


Leu 


Gin 


His 


Val 


Gly 


Asn 


Val 


Gin 


Asp 


Phe 


Leu 


Arg 


Val 


Leu 








20 










25 










3 0 


Phe 


Gly 


Phe 


Leu 


Tyr 


Arg 


Lys 


Thr 


Asp 


Phe 


Tyr 


Arg 


Leu 


Leu 


Arg 








35 










40 










4 5 


His 


Pro 


Ser 


Asp 


Arg 


Met 


Gly 


Phe 


Pro 


Pro 


Gly Ala 


Ala 


Gin 


ax a 










50 










55 










6 0 


Leu 


Val 


Leu 


Gin 


Val 


Phe 


Lys 


Thr 


Phe 


Asp 


His 


Met 


Ala 


Arg 










65 










70 










75 


Asp 


Asp 


Glu 


Lys 


Arg 


Arg 


Gin 


Glu 


Leu 


Glu 


Glu 


Lys 


He 


Arg 


Arg 






80 










85 










90 


Lys 


Glu 


Glu 


Glu 


Glu 


Ala 


Lys 


Thr 


Val 


Ser 


Ala 


Ala 


Ala 


Til a 

Aia 










95 










100 










105 


Lys 


Glu 


Pro 


Val 


Pro 


Val 


Pro 


Val 


Gin 


Glu 


He 


Glu 


lie 


Asp 


Ser 








110 










115 












Thr 


Thr 


Glu 


Leu 


Asp 
125 


Gly 


His 


Gin 


Glu 


Val 
130 


Glu 


Lys 


Vd± 


Gin 


Pro 


Pro 


Gly 


Pro 


Val 


Lys 


Glu 


Met 


Ala 


His 


Gly 


Ser 


Gin 


pin 


an a 

t\ J- ct 


Glu 








140 










145 










x _> u 


Ala 


Pro 


Gly 


Ala 


Val 


Ala 


Gly 


Ala 


Ala 


Glu 


Val 


Pro 


Arg 


Glu 


Pro 








155 










160 










165 


Pro 


He 


Leu 


Pro 


Arg 
170 


He 


Gin 


Glu 


Gin 


Phe 
175 


Gin 


Lys 


Asn 


Pro 


Asp 
180 


Ser 


Tyr 


Asn 


Gly 


Ala 


Val 


Arg 


Glu 


Asn 


Tyr 


Thr 


Trp 


Ser 


Gin 


Asp 








185 










190 










195 


Tyr 


Thr 


Asp 


Leu 


Glu 


Val 


Arg 


Val 


Pro 


Val 


Pro 


Lys 


His 


Val 


Val 








200 










205 










210 


Lys 


Gly 


Lys 


Gin 


Val 


Ser 


Val 


Ala 


Leu 


Ser 


Ser 


Ser 


Ser 


He 


Arg 








215 










220 










225 


Val 


Ala 


Met 


Leu 


Glu 


Glu 


Asn 


Gly 


Glu 


Arg 


Val 


Leu 


Met 


Glu 


Gly 








230 










235 










240 


Lys 


Leu 


Thr 


His 


Lys 


He 


Asn 


Thr 


Glu 


Ser 


Ser 


Leu 


Trp 


Ser 


Leu 








245 










250 










255 


Glu 


Pro 


Gly 


Lys 


Cys 


Val 


Leu 


Val 


Asn 


Leu 


Ser 


Lys 


Val 


Gly 


Glu 






260 










265 










270 


Tyr 


Trp 


Trp 


Asn 


Ala 


He 


Leu 


Glu 


Gly 


Glu 


Glu 


Pro 


He 


Asp 


He 






275 










280 










285 


Asp 


Lys 


He 


Asn 


Lys 


Glu 


Arg 


Ser 


Met 


Ala 


Thr 


Val 


Asp 


Glu 


Glu 






290 










295 










300 
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Glu 


Gin 


Ala 


Val 


Leu 


Asp 


Arg 


Leu 


Thr 


Phe 


Asp Tyr His Gin Lys 










305 










310 


315 


Leu 


Gin 


Gly 


Lys 


Pro 


Gin 


Ser 


His 


Glu 


Leu 


Lys Val His Glu Met 








320 










325 


330 


Leu 


Lys 


Lys 


Gly 


Trp 


Asp 


Ala 


Glu 


Gly 


Ser 


Pro Phe Arg Gly Gin 








335 










340 


345 


Arg 


Phe 


Asp 


Pro 


Ala 


Met 


Phe 


Asn 


He 


Ser 


Pro Gly Ala Val Gin 






350 










355 


360 



Phe 



<210> 14 

<211> 632 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No.: 533825CD1 



<400> 14 




























Met 


Lys 


Ala 


Leu 


Leu 


Leu 


Leu 


Val 


Leu 


Pro 


Trp 


Leu 


Ser 


PlTO 


1 






5 










10 










15 


Asn 


Tyr 


He 


Asp 


Asn 


Val 


Gly 


Asn 


Leu 


His 


Phe 


Leu 


Tyr 


C £3 >- 










20 










25 










3 U 


Leu 


Cys 


Lys 


Gly 


Ala 


Ser 


His 


Tyr 


Gly 


Leu 


Thr 


Lys 


Asp 




Lys 








35 










40 












Arg 


Arg 


Ser 


Gin 


Asp 


Gly 


Cys 


Pro 


Asp 


Gly 


Cys 


TV 1 

Ala 


Ser 


LtSU 


TVir* 






50 










55 










O V 


Ala 


Thr 


Ala 


Pro 


Ser 


Pro 


Glu 


Val 


Ser 


Ala 


Ala 


Ala 


Thr 


He 


Ser 










65 










70 










75 


Leu 


Met 


Thr 


Asp 


Glu 


Pro 


Gly 


Leu 


Asp 


Asn 


Pro 


Ala 


Tyr 


Val 


Ser 










80 










85 










90 


Ser 


Ala 


Glu 


Asp 


Gly 


Gin 


Pro 


Ala 


He 


Ser 


Pro 


Val 


Asp 


Ser 


Gly 










95 










100 










105 


Arg 


Ser 


Asn 


Arg 


Thr 


Arg 


Ala 


Arg 


Pro 


Phe 


Glu 


Arg 


Ser 


Thr 


He 








110 










115 










120 


Arg 


Ser 


Arg 


Ser 


Phe 


Lys 


Lys 


He 


Asn 


Arg 


Ala 


Leu 


Ser 


Val 


Leu 








125 










130 










135 


Arg 


Arg 


Thr 


Lys 


Ser 


Gly 


Ser 


Ala 


Val 


Ala 


Asn 


His 


Ala 


Asp 


Gin 






140 










145 










150 


Gly 


Arg 


Glu 


Asn 


Ser 


Glu 


Asn 


He 


Thr 


Ala 


Pro 


Glu 


Val 


Phe 


Pro 








155 










160 










165 


Arg 


Leu 


Tyr 


His 


Leu 


He 


Pro 


Asp 


Gly 


Glu 


He 


Thr 


Ser 


He 


Lys 








170 










175 










180 


He 


Asn 


Arg 


Val 


Asp 


Pro 


Ser 


Glu 


Ser 


Leu 


Ser 


He 


Arg 


Leu 


Val 








185 










190 










195 


Gly Gly 


Ser 


Glu 


Thr 


Pro 


Leu 


Val 


His 


He 


He 


He 


Gin 


His 


He 










200 










205 










210 


Tyr 


Arg 


Asp 


Gly 


Val 


He 


Ala 


Arg 


Asp 


Gly Arg 


Leu 


Leu 


Pro 


Gly 






215 










220 










225 


Asp 


He 


He 


Leu 


Lys 


Val 


Asn 


Gly 


Met 


Asp 


He 


Ser 


Asn 


Val 


Pro 








230 










235 










240 


His 


Asn 


Tyr 


Ala 


Val 


Arg 


Leu 


Leu 


Arg 


Gin 


Pro 


Cys 


Gin 


Val 


Leu 








245 










250 










255 
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Trp Leu Thr Val Met Arg Glu Gin Lys Phe Arg Ser Arg Asn Asn 

260 265 270 

Gly Gin Ala Pro Asp Ala Tyr Arg Pro Arg Asp Asp Ser Phe His 

275 280 285 

Val lie Leu Asn Lys Ser Ser Pro Glu Glu Gin Leu Gly He Lys 

290 295 300 

Leu Val Arg Lys Val Asp Glu Pro Gly Val Phe He Phe Asn Val 

305 310 315 

Leu Asp Gly Gly Val Ala Tyr Arg His Gly Gin Leu Glu Glu Asn 

320 325 330 

Asp Arg Val Leu Ala He Asn Gly His Asp Leu Arg Tyr Gly Ser 

335 340 345 

Pro Glu Ser Ala Ala His Leu He Gin Ala Ser Glu Arg Arg Val 

350 355 360 

His Leu Val Val Ser Arg Gin Val Arg Gin Arg Ser Pro Asp He 

365 370 375 

Phe Gin Glu Ala Gly Trp Asn Ser Asn Gly Ser Trp Ser Pro Gly 

380 385 390 

Pro Gly Glu Arg Ser Asn Thr Pro Lys Pro Leu His Pro Thr He 

395 400 405 

Thr Cys His Glu Lys Val Val Asn He Gin Lys Asp Pro Gly Glu 

410 415 420 

Ser Leu Gly Met Ala Val Ala Gly Gly Ala Ser His Arg Glu Trp 

425 430 435 

Asp Leu Pro He Tyr Val He Ser Val Glu Pro Gly Gly Val He 

440 445 450 

Ser Arg Asp Gly Arg He Lys Thr Gly Asp He Leu Leu Asn Val 

455 460 465 

Asp Gly Val Glu Leu Thr Glu Val Ser Arg Ser Glu Ala Val Ala 

470 475 480 

Leu Leu Lys Arg Thr Ser Ser Ser He Val Leu Lys Ala Leu Glu 

485 490 495 

Val Lys Glu Tyr Glu Pro Gin Glu Asp Cys Ser Ser Pro Ala Ala 

500 505 510 

Leu Asp Ser Asn His Asn Met Ala Pro Pro Ser Asp Trp Ser Pro 

515 520 525 

Ser Trp Val Met Trp Leu Glu Leu Pro Arg Cys Leu Tyr Asn Cys 

530 535 540 

Lys Asp He Val Leu Arg Arg Asn Thr Ala Gly Ser Leu Gly Phe 

545 550 555 

Cys He Val Gly Gly Tyr Glu Glu Tyr Asn Gly Asn Lys Pro Phe 

560 565 570 

Phe He Lys Ser He Val Glu Gly Thr Pro Ala Tyr Asn Asp Gly 

575 580 585 

Arg He Arg Cys Gly Asp He Leu Leu Ala Val Asn Gly Arg Ser 

590 595 600 

Thr Ser Gly Met He His Ala Cys Leu Ala Arg Leu Leu Lys Glu 

605 610 615 

Leu Lys Gly Arg He Thr Leu Thr He Val Ser Trp Pro Gly Thr 

620 625 630 

Phe Leu 
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<210> 15 
<211> 391 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No.: 1311833CD1 



<400> 15 



Met 


Lys 


Met 


Lys 


He 


Gin 


Lys 


Lys 


Glu 


Lys 


Gin 


Leu 


Ser 


Asn 


Leu 


Jl 






5 










10 










15 


Lys 


Val 


Leu 


Asn 


His 


Ser 


Pro 


Met 


Ser 


Asp 


Ala 


Ser 


Val 


Asn 


Phe 








20 










25 










30 


Asp 


Tyr 


Lys 


Ser 


Pro 


Ser 


Pro 


Phe 


Asp 


Cys 


Ser 


Thr 


Asp 


Gin 


Glu 






3 5 










40 










45 




Lys 


lie 


Glu 


Asp 


Val 


Ala 


Ser 


His 


Cys 


Leu 


Pro 


Gin 


Lys 


Asp 








50 










55 










60 


Lsu 


Tyr 


Thr 


Ala 


Glu 


Glu 


Glu 


Ala 


Ala 


Thr 


Leu 


Phe 


Pro 


Arg 


Lys 








65 










70 










75 


Met 


Thr 


Ser 


His 


Asn 


Gly 


Met 


Glu 


Asp 


Ser 


Gly Gly Gly Gly 


Thr 








8 0 










85 










90 




V cl J. 


Lys 


Lys 


Lys 


Arg 


LVS 


Lys 


Lys 


Glu 


Pro 


Glv 


Asp 


Gin 


Glu 






95 










100 










105 


Gly 


Ala 


Ala 


Lys 


Gly 


Ser 


Lys 


Asp 


Arg 


Glu 


Pro 


Lys 


Pro 


Lys 


Arg 








110 










115 










120 


Lys 


Arg 


Glu 


Pro 


Lys 
j- --- -> 


Glu 


Pro 


Lys 


Glu 


Pro 
130 


Arq 


Lys 


Ala 


Lys 


Glu 
135 


if i-\~> 


Lys 


Lys 


Ala 


Lvs 


Glu 


His 


Lys 


Glu 


Pro 


Lys 


Gin 


Lys 


Asp 


Gly 








14 0 










145 










150 


Ala 


Lys 


Lys 


Ala' 


Arg 


Lys 


Pro 


Arg 


Glu 


Ala 


Ser 


Gly 


Thr 


Lys 


Glu 






155 










160 










165 




Lys 


Glu 


Lys 


Arg 


Ser 


Cys 


Thr 


Asp 


Ser 


Ala 


Ala 


Arg 


Thr 


Lys 








170 










175 










180 


Ser 




Lys 


Ala 


Ser 


Lys 


Glu 


Gin 


Gly 


Pro 


Thr 


Pro 


Val 


Glu 


Lys 






185 










190 










195 


T ,vc 


Lys 


Lys 


Gly 


Lys 
200 


Arg 


Lys 


Ser 


Glu 


Thr 
205 


Thr 


Val 


Glu 


Ser 


Leu 
210 


Glu 


Leu 


Asp 


Gin 


Gly 


Leu 


Thr 


Asn 


Pro 


Ser 


Leu 


Arg 


Ser 


Pro 


Glu 








215 










220 










225 


Glu 


Ser 


Thr 


Glu 


Ser 
230 


Thr 


Asp 


Ser 


Gin 


Lys 
235 


Arg 


Arg 


Ser 


Gly 


Arg 
240 


Gin 


Val 


Lys 


Arg 


Arg 
245 


Lys 


Tyr 


Asn 


Glu 


Asp 
250 


Leu 


Asp 


Phe 


Lys 


Val 
255 


Val 


Asp 


Asp 


Asp 


Gly 


Glu 


Thr 


He 


Ala 


Val 


Leu 


Gly 


Ala 


Gly 


Arg 








260 










265 










270 


Thr 


Ser 


Ala 


Leu 


Ser 
275 


Ala 


Ser 


Thr 


Leu 


Ala 
280 


Trp 


Gin 


Ala 


Glu 


Glu 
285 


Pro 


Pro 


Glu 


Asp 


Asp 


Ala 


Asn 


He 


He 


Glu 


Lys 


He 


Leu 


Ala 


Ser 








290 










295 










300 


Lys 


Thr 


Val 


Gin 


Glu 


Val 


His 


Pro 


Gly 


Glu 


Pro 


Pro 


Phe 


Asp 


Leu 








305 










310 










315 


Glu 


Leu 


Phe 


Tyr 


Val 


Lys 


Tyr 


Arg 


Asn 


Phe 


Ser 


Tyr 


Leu 


His 


Cys 








320 










325 










330 


Lys 


Trp 


Ala 


Thr 


Met 


Glu 


Glu 


Leu 


Glu 


Lys 


Asp 


Pro 


Arg 


He 


Ala 
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335 340 345 

Gin Lys lie Lys Arg Phe Arg Asn Lys Gin Ala Gin Met Lys His 

350 355 360 

lie Phe Thr Glu Val Lys Gin Tyr Leu Leu Thr His Leu Thr Ala 

365 370 375 

Ala Phe Leu Ala Ala Val Asn Thr Val Phe Thr Phe Leu Ser Pro 

380 385 390 

Ser 



<210> 16 

<211> 490 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No.: 1342819CD1 

<400> 16 

Met Glu Asp Ser Ala Ser Ala Ser Leu Ser Ser Ala Ala Ala Thr 

15 10 15 

Gly Thr Ser Thr Ser Thr Pro Ala Ala Pro Thr Ala Arg Lys Gin 

20 25 30 

Leu Asp Lys Glu Gin Val Arg Lys Ala Val Asp Ala Leu Leu Thr 

35 40 45 

His Cys Lys Ser Arg Lys Asn Asn Tyr Gly Leu Leu Leu Asn Glu 

50 55 60 

Asn Glu Ser Leu Phe Leu Met Val Val Leu Trp Lys He Pro Ser 

65 70 75 

Lys Glu Leu Arg Val Arg Leu Thr Leu Pro His Ser He Arg Ser 

80 85 90 

Asp Ser Glu Asp He Cys Leu Phe Thr Lys Asp Glu Pro Asn Ser 

95 100 105 

Thr Pro Glu Lys Thr Glu Gin Phe Tyr Arg Lys Leu Leu Asn Lys 

110 115 120 

His Gly He Lys Thr Val Ser Gin He He Ser Leu Gin Thr Leu 

125 130 135 

Lys Lys Glu Tyr Lys Ser Tyr Glu Ala Lys Leu Arg Leu Leu Ser 

140 145 150 

Ser Phe Asp Phe Phe Leu Thr Asp Ala Arg He Arg Arg Leu Leu 

155 160 165 

Pro Ser Leu He Gly Arg His Phe Tyr Gin Arg Lys Lys Val Pro 

170 175 180 

Val Ser Val Asn Leu Leu Ser Lys Asn Leu Ser Arg Glu He Asn 

185 190 195 

Asp Cys He Gly Gly Thr Val Leu Asn He Ser Lys Ser Gly Ser 

200 205 210 

Cys Ser Ala He Arg He Gly His Val Gly Met Gin He Glu His 

215 220 225 

He He Glu Asn He Val Ala Val Thr Lys Gly Leu Ser Glu Lys 

230 235 240 

Leu Pro Glu Lys Trp Glu Ser Val Lys Leu Leu Phe Val Lys Thr 

245 250 255 

Glu Lys Ser Ala Ala Leu Pro He Phe Ser Ser Phe Val Ser Asn 
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260 265 270 

Trp Asp Glu Ala Thr Lys Arg Ser Leu Leu Asn Lys Lys Lys Lys 

275 280 285 

Glu Ala Arg Arg Lys Arg Arg Glu Arg Asn Phe Glu Lys Gin Lys 

290 295 300 

Glu Arg Lys Lys Lys Arg Gin Gin Ala Arg Lys Thr Ala Ser Val 

305 310 315 

Leu Ser Lys Asp Asp Val Ala Pro Glu Ser Gly Asp Thr Thr Val 

320 325 330 

Lys Lys Pro Glu Ser Lys Lys Glu Gin Thr Pro Glu His Gly Lys 

335 340 345 

Lys Lys Arg Gly Arg Gly Lys Ala Gin Val Lys Ala Thr Asn Glu 

350 355 360 

Ser Glu Asp Glu He Pro Gin Leu Val Pro He Gly Lys Lys Thr 

365 370 375 

Pro Ala Asn Glu Lys Val Glu He Gin Lys His Ala Thr Gly Lys 

380 385 390 

Lys Ser Pro Ala Lys Ser Pro Asn Pro Ser Thr Pro Arg Gly Lys 

395 400 405 

Lys Arg Lys Ala Leu Pro Ala Ser Glu Thr Pro Lys Ala Ala Glu 

410 415 420 

Ser Glu Thr Pro Gly Lys Ser Pro Glu Lys Lys Pro Lys He Lys 

425 430 435 

Glu Glu Ala Val Lys Glu Lys Ser Pro Ser Leu Gly Lys Lys Asp 

440 445 450 

Ala Arg Gin Thr Pro Lys Lys Pro Glu Ala Lys Phe Phe Thr Thr 

455 460 465 

Pro Ser Lys Ser Val Arg Lys Ala Ser His Thr Pro Lys Lys Trp 

470 475 480 

Pro Lys Lys Pro Lys Val Pro Gin Ser Thr 

485 490 



<210> 17 
<211> 252 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No.: 1871288CD1 

<400> 17 

Met Ala Glu Leu Glu Phe Val Gin He He He He Val Val Val 

! 5 10 15 

Met Met Val Met Val Val Val He Thr Cys Leu Leu Ser His Tyr 

20 25 30 

Lys Leu Ser Ala Arg Ser Phe He Ser Arg His Ser Gin Gly Arg 

35 40 45 

Arg Arg Glu Asp Ala Leu Ser Ser Glu Gly Cys Leu Trp Pro Ser 

50 55 60 

Glu Ser Thr Val Ser Gly Asn Gly He Pro Glu Pro Gin Val Tyr 

65 70 75 

Ala Pro Pro Arg Pro Thr Asp Arg Leu Ala Val Pro Pro Phe Ala 

80 85 90 
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Gin Arg Glu Arg Phe His Arg Phe Gin Pro Thr Tyr Pro Tyr Leu 

95 100 105 

Gin His Glu lie Asp Leu Pro Pro Thr lie Ser Leu Ser Asp Gly 

110 115 120 

Glu Glu Pro Pro Pro Tyr Gin Gly Pro Cys Thr Leu Gin Leu Arg 

125 130 135 

Asp Pro Glu Gin Gin Leu Glu Leu Asn Arg Glu Ser Val Arg Ala 

140 145 150 

Pro Pro Asn Arg Thr lie Phe Asp Ser Asp Leu Met Asp Ser Ala 

155 160 165 

Arg Leu Gly Gly Pro Cys Pro Pro Ser Ser Asn Ser Gly lie Ser 

170 175 180 

Ala Thr Cys Tyr Gly Ser Gly Gly Arg Met Glu Gly Pro Pro Pro 

185 190 195 

Thr Tyr Ser Glu Val He Gly His Tyr Pro Gly Ser Ser Phe Gin 

200 205 210 

His Gin Gin Ser Ser Gly Pro Pro Ser Leu Leu Glu Gly Thr Arg 

215 220 225 

Leu His His Thr His He Ala Pro Leu Glu Ser Ala Ala He Trp 

230 235 240 

Ser Lys Glu Lys Asp Lys Gin Lys Gly His Pro Leu 

245 250 



<210> 18 

<211> 142 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No.: 2587338CD1 

<400> 18 

Met Glu Ser Ala Arg Glu Asn He Asp Leu Gin Pro Gly Ser Ser 

15 10 15 

Asp Pro Arg Ser Gin Pro He Asn Leu Asn His Tyr Ala Thr Lys 

20 25 30 

Lys Ser Val Ala Glu Ser Met Leu Asp Val Ala Leu Phe Met Ser 

35 40 45 

Asn Ala Met Arg Leu Lys Ala Val Leu Glu Gin Gly Pro Ser Ser 

50 55 60 

His Tyr Tyr Thr Thr Leu Val Thr Leu He Ser Leu Ser Leu Leu 

65 70 75 

Leu Gin Val Val He Gly Val Leu Leu Val Val He Ala Arg Leu 

80 85 90 

Asn Leu Asn Glu Val Glu Lys Gin Trp Arg Leu Asn Gin Leu Asn 

95 100 105 

Asn Gly Ser His He Leu Val Phe Phe Thr Val Val He Asn Gly 

110 115 120 

Phe lie Thr Gly Phe Gly Ala His Lys Thr Arg Val Leu Ala Cys 

125 130 135 
Gin Asp Ser Arg Asn Pro Leu 
140 
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<210> 19 

<211> 67 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No . : 2821211CD1 



<400> 19 

Met Glu lie He Glu Asn Ser Phe His He Asn Gly Leu Lys He 

15 10 15 
Asn Gin Arg Thr Leu Cys Val His Val Cys He Ser Ala His Arg 

20 25 30 

Asn He Tyr Thr Tyr Val Asp Tyr He His Val Cys He Tyr Val 

35 40 45 

Tyr He Tyr He His Leu Tyr Lys Cys He Tyr Thr Tyr Thr Tyr 

50 55 60 

Asn Val Cys Met Cys He Tyr 

65 



<210> 20 

<211> 455 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No. : 2824832CD1 



<400> 20 
Met Phe Gin 
1 

Cys Leu He 
Gin Leu Glu 
Glu Ala Ala 
Phe Gin Pro 
Lys Gin Ala 
Trp Asp Pro 
Gly Asp Met 
Met Lys Lys 
Glu Leu Leu 
Lys Lys Ser 



Phe His Ala 
5 

Pro Ala Asp 
20 

Met Ala Asp 
35 

Val Lys Val 
50 

Thr Asn Glu 
65 

Thr Glu Gly 
80 

He Gly Arg 
95 

Thr Lys Glu 

110 
He He Glu 

125 
Arg Val He 

140 
Gly Arg Ser 



Gly Ser Trp 

Arg Pro Trp 

Thr Arg Ser 

He Gin Ser 

Met Met Leu 

Pro Cys Lys 

Tyr Lys Trp 

Glu Ala Met 

Thr Met Pro 

Gly Pro Phe 

Ser Asp He 



Glu Ser Trp 
10 

Asp Arg Gly 
25 

Val His Glu 
40 

Leu Pro Lys 
55 

Lys Phe Tyr 
70 

Leu Ser Arg 
85 

Asp Ala Trp 
100 

He Ala Tyr 
115 

Met Thr Glu 
130 

Tyr Glu He 
145 

Thr Ser Asp 



Cys Cys Cys 
15 

Gin His Trp 
30 

Thr Arg Phe 
45 

Asn Gly Ser 
60 

Ser Phe Tyr 
75 

Pro Gly Phe 
90 

Ser Ser Leu 
105 

Val Glu Glu 
120 

Lys Val Glu 
135 

Val Glu Asp 
150 

Leu Gly Asn 
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155 160 165 

Val Leu Thr Ser Thr Pro Asn Ala Lys Thr Val Asn Gly Lys Ala 

170 175 180 

Glu Ser Ser Asp Ser Gly Ala Glu Ser Glu Glu Glu Glu Ala Gin 

185 190 195 

Glu Glu Val Lys Gly Ala Glu Gin Ser Asp Asn Asp lie Asn Asp 

200 205 210 

Asp His Val Glu Asp Val Thr Gly lie Gin His Leu Thr Ser Asp 

215 220 225 

Ser Asp Ser Glu Val Tyr Cys Asp Ser Met Glu Gin Phe Gly Gin 

230 235 240 

Glu Glu Ser Leu Asp Ser Phe Thr Ser Asn Asn Gly Pro Phe Gin 

245 250 255 

Tyr Tyr Leu Gly Gly His Ser Ser Gin Pro Met Glu Asn Ser Gly 

260 265 270 

Phe Arg Glu Asp lie Gin Val Pro Pro Gly Asn Gly Asn lie Gly 

275 280 285 

Asn Met Gin Val Val Ala Val Glu Gly Lys Gly Glu Val Lys His 

290 295 300 

Gly Gly Glu Asp Gly Arg Asn Asn Ser Gly Ala Pro His Arg Glu 

305 310 315 

Lys Arg Gly Gly Glu Thr Asp Glu Phe Ser Asn Val Arg Arg Gly 

320 325 330 

Arg Gly His Arg Met Gin His Leu Ser Glu Gly Thr Lys Gly Arg 

335 340 345 

Gin Val Gly Ser Gly Gly Asp Gly Glu Arg Trp Gly Ser Asp Arg 

350 355 360 

Gly Ser Arg Gly Ser Leu Asn Glu Gin lie Ala Leu Val Leu Met 

365 370 375 

Arg Leu Gin Glu Asp Met Gin Asn Val Leu Gin Arg Leu Gin Lys 

380 385 390 

Leu Glu Thr Leu Thr Ala Leu Gin Ala Lys Ser Ser Thr Ser Thr 

395 400 405 

Leu Gin Thr Ala Pro Gin Pro Thr Ser Gin Arg Pro Ser Trp Trp 

410 415 420 

Pro Phe Glu Met Ser Pro Gly Val Leu Thr Phe Ala lie lie Trp 

425 430 435 

Pro Phe lie Ala Gin Trp Leu Val Tyr Leu Tyr Tyr Gin Arg Arg 

440 445 450 
Arg Arg Lys Leu Asn 

455 



<210> 21 
<211> 252 
<212> PRT 

<213> Homo sapiens 
<220> 

<22l> misc_feature 

<223> Incyte ID No.: 3070147CD1 

<400> 21 

Met Gin Leu Thr Arg Cys Cys Phe Val Phe Leu Val Gin Gly Ser 
15 10 15 
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Leu Tyr Leu Val lie Cys Gly Gin Asp Asp Gly Pro Pro Gly Ser 
20 25 30 

Glu Asp Pro Glu Arg Asp Asp His Glu Gly Gin Pro Arg Pro Arg 
35 40 45 

Val Pro Arg Lys Arg Gly His He Ser Pro Lys Ser Arg Pro Met 
50 55 60 

Ala Asn Ser Thr Leu Leu Gly Leu Leu Ala Pro Thr Gly Glu Ala 
65 70 75 

Trp Gly He Leu Gly Gin Pro Pro Asn Arg Pro Asn His Ser Pro 
80 85 90 

Pro Pro Ser Ala Lys Val Lys Lys He Phe Gly Trp Gly Asp Phe 
95 100 105 

Tyr Ser Asn He Lys Thr Val Ala Leu Asn Leu Leu Val Thr Gly 

110 H5 120 

Lys He Val Asp His Gly Asn Gly Thr Phe Ser Val His Phe Gin 

125 130 135 

His Asn Ala Thr Gly Gin Gly Asn He Ser He Ser Leu Val Pro 

140 145 150 

Pro Ser Lys Ala Val Glu Phe His Gin Glu Gin Gin He Phe He 

155 160 165 

Glu Ala Lys Ala Ser Lys He Phe Asn Cys Arg Met Glu Trp Glu 

170 175 180 

Lys Val Glu Arg Gly Arg Arg Thr Ser Leu Cys Thr His Asp Pro 

185 190 195 

Ala Lys He Cys Ser Arg Asp His Ala Gin Ser Ser Ala Thr Trp 

200 205 210 

Ser Cys Ser Gin Pro Phe Lys Val Val Cys Val Tyr He Ala Phe 

215 220 225 

Tyr Ser Thr Asp Tyr Arg Leu Val Gin Lys Val Cys Pro Asp Tyr 

230 235 240 

Asn Tyr His Ser Asp Thr Pro Tyr Tyr Pro Ser Gly 

245 250 



<210> 22 
<211> 149 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No.: 3271841CD1 

<400> 22 

Met Glu Ser Arg Gly Lys Ser Ala Ser Ser Pro Lys Pro Asp Thr 

15 10 15 

Lys Val Pro Gin Val Thr Thr Glu Ala Lys Val Pro Pro Ala Ala 

20 25 30 

Asp Gly Lys Ala Pro Leu Thr Lys Pro Ser Lys Lys Glu Ala Pro 

35 40 45 

Ala Glu Lys Gin Gin Pro Pro Ala Ala Pro Thr Thr Ala Pro Ala 

50 55 60 

Lys Lys Thr Ser Ala Lys Ala Asp Pro Ala Leu Leu Asn Asn His 

65 70 75 

Ser Asn Leu Lys Pro Ala Pro Thr Val Pro Ser Ser Pro Asp Ala 
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80 85 90 

Thr Pro Glu Pro Lys Gly Pro Gly Asp Gly Ala Glu Glu Asp Glu 

95 100 105 

Ala Ala Ser Gly Gly Pro Gly Gly Arg Gly Pro Trp Ser Cys Glu 

110 115 120 

Asn Phe Asn Pro Leu Leu Val Ala Gly Gly Val Ala Val Ala Ala 

125 130 135 

lie Ala Leu He Leu Gly Val Ala Phe Leu Val Arg Lys Lys 

140 145 



<210> 23 

<211> 204 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No. : 3537827CD1 

<400> 23 

Met Met Pro Ser Cys Asn Arg Ser Cys Ser Cys Ser Arg Gly Pro 

15 10 15 

Ser Val Glu Asp Gly Lys Trp Tyr Gly Val Arg Ser Tyr Leu His 

20 25 30 

Leu Phe Tyr Glu Asp Cys Ala Gly Thr Ala Leu Ser Asp Asp Pro 

35 40 45 

Glu Gly Pro Pro Val Leu Cys Pro Arg Arg Pro Trp Pro Ser Leu 

50 55 60 

Cys Trp Lys He Ser Leu Ser Ser Gly Thr Leu Leu Leu Leu Leu 

65 70 75 

Gly Val Ala Ala Leu Thr Thr Gly Tyr Ala Val Pro Pro Lys Leu 

80 85 90 

Glu Gly He Gly Glu Gly Glu Phe Leu Val Leu Asp Gin Arg Ala 

95 100 105 

Ala Asp Tyr Asn Gin Ala Leu Gly Thr Cys Arg Leu Ala Gly Thr 

110 115 120 

Ala Leu Cys Val Ala Ala Gly Val Leu Leu Ala He Cys Leu Phe 

125 130 135 

Trp Ala Met He Gly Trp Leu Ser Gin Asp Thr Lys Ala Glu Pro 

140 145 150 

Leu Asp Pro Glu Ala Asp Ser His Val Glu Val Phe Gly Asp Glu 

155 160 165 

Pro Glu Gin Gin Leu Ser Pro He Phe Arg Asn Ala Ser Gly Gin 

170 175 180 

Ser Trp Phe Ser Pro Pro Ala Ser Pro Phe Gly Gin Ser Ser Val 

185 190 195 

Gin Thr He Gin Pro Lys Arg Asp Ser 
200 



<210> 24 

<211> 367 

<212> PRT 

<213> Homo sapiens 
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<220> 

<221> misc_f eature 

<223> Incyte ID No.: 3729267CD1 

<400> 24 

Met Ala Ser Giu Leu Cys Lys Thr He Ser Val Ala Arg Leu Glu 
15 10 15 

Lys His Lys Asn Leu Phe Leu Asn Tyr Arg Asn Leu His His Phe 
20 25 30 

Pro Leu Glu Leu Leu Lys Asp Glu Gly Leu Gin Tyr Leu Glu Arg 
35 40 45 

Leu Tyr Met Lys Arg Asn Ser Leu Thr Ser Leu Pro Glu Asn Leu 
50 55 60 

Ala Gin Lys Leu Pro Asn Leu Val Glu Leu Tyr Leu His Ser Asn 
65 70 75 

Asn He Val Val Val Pro Glu Ala He Gly Ser Leu Val Lys Leu 
80 85 90 

Gin Cys Leu Asp Leu Ser Asp Asn Ala Leu Glu He Val Cys Pro 
95 100 105 

Glu He Gly Arg Leu Arg Ala Leu Arg His Leu Arg Leu Ala Asn 

110 H5 120 

Asn Gin Leu Gin Phe Leu Pro Pro Glu Val Gly Asp Leu Lys Glu 

125 130 135 

Leu Gin Thr Leu Asp He Ser Thr Asn Arg Leu Leu Thr Leu Pro 

140 145 150 

Glu Arg Leu His Met Cys Leu Ser Leu Gin Tyr Leu Thr Val Asp 

155 160 165 

Arg Asn Arg Leu Trp Tyr Val Pro Arg His Leu Cys Gin Leu Pro 

170 175 180 

Ser Leu Asn Glu Leu Ser Met Ala Gly Asn Arg Leu Ala Phe Leu 

185 190 195 

Pro Leu Asp Leu Gly Arg Ser Arg Glu Leu Gin Tyr Val Tyr Val 

200 205 210 

Asp Asn Asn He His Leu Lys Gly Leu Pro Ser Tyr Leu Tyr Asn 

215 220 225 

Lys Val He Gly Cys Ser Gly Cys Gly Ala Pro He Gin Val Ser 

230 235 240 

Glu Val Lys Leu Leu Ser Phe Ser Ser Gly Gin Arg Thr Val Phe 

245 250 255 

Leu Pro Ala Glu Val Lys Ala He Gly Thr Glu His Asp His Val 

260 265 270 

Leu Pro Leu Gin Glu Leu Ala Met Arg Gly Leu Tyr His Thr Tyr 

275 280 285 

His Ser Leu Leu Lys Asp Leu Asn Phe Leu Ser Pro He Ser Leu 

290 295 300 

Pro Arg Ser Leu Leu Glu Leu Leu His Cys Pro Leu Gly His Cys 

305 310 315 

His Arg Cys Ser Glu Pro Met Phe Thr He Val Tyr Pro Lys Leu 

320 325 330 

Phe Pro Leu Arg Glu Thr Pro Met Ala Gly Leu His Gin Trp Lys 

335 340 345 

Thr Thr Val Ser Phe Val Ala Tyr Cys Cys Ser Thr Gin Cys Leu 

350 355 360 

Gin Thr Phe Asp Leu Leu Ser 

365 
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<210> 25 

<211> 681 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No.: 3768771CD1 

<400> 25 

Met Cys Thr Tyr He Asn Met Glu Asn Phe Thr Leu Ala Arg Asp 
15 10 15 

Glu Lys Gly Asn Val Leu Leu Glu Asp Gly Lys Gly Arg Cys Pro 
20 25 30 

Phe Asp Pro Asn Phe Lys Ser Thr Ala Leu Val Val Asp Gly Glu 
35 40 45 

Leu Tyr Thr Gly Thr Val Ser Ser Phe Gin Gly Asn Asp Pro Ala 
50 55 60 

He Ser Arg Ser Gin Ser Leu Arg Pro Thr Lys Thr Glu Ser Ser 
65 70 75 

Leu Asn Trp Leu Gin Asp Pro Ala Phe Val Ala Ser Ala Tyr He 
80 85 90 

Pro Glu Ser Leu Gly Ser Leu Gin Gly Asp Asp Asp Lys He Tyr 
95 100 105 

Phe Phe Phe Ser Glu Thr Gly Gin Glu Phe Glu Phe Phe Glu Asn 

110 H5 120 

Thr He Val Ser Arg He Ala Arg He Cys Lys Gly Asp Glu Gly 

125 130 135 

Gly Glu Arg Val Leu Gin Gin Arg Trp Thr Ser Phe Leu Lys Ala 

140 145 150 

Gin Leu Leu Cys Ser Arg Pro Asp Asp Gly Phe Pro Phe Asn Val 

155 160 165 

Leu Gin Asp Val Phe Thr Leu Ser Pro Ser Pro Gin Asp Trp Arg 

170 175 180 

Asp Thr Leu Phe Tyr Gly Val Phe Thr Ser Gin Trp His Arg Gly 

185 190 195 

Thr Thr Glu Gly Ser Ala Val Cys Val Phe Thr Met Lys Asp Val 

200 205 210 

Gin Arg Val Phe Ser Gly Leu Tyr Lys Glu Val Asn Arg Glu Thr 

215 220 225 

Gin Gin Trp Tyr Thr Val Thr His Pro Val Pro Thr Pro Arg Pro 

230 235 240 

Gly Ala Cys He Thr Asn Ser Ala Arg Glu Arg Lys He Asn Ser 

245 250 255 

Ser Leu Gin Leu Pro Asp Arg Val Leu Asn Phe Leu Lys Asp His 

260 265 270 

Phe Leu Met Asp Gly Gin Val Arg Ser Arg Met Leu Leu Leu Gin 

275 280 285 

Pro Gin Ala Arg Tyr Gin Arg Val Ala Val His Arg Val Pro Gly 

290 295 300 

Leu His His Thr Tyr Asp Val Leu Phe Leu Gly Thr Gly Asp Gly 

305 310 315 
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Arg Leu His Lys Ala Val Ser Val Gly Pro Arg Val His lie lie 

320 325 330 

Glu Glu Leu Gin He Phe Ser Ser Gly Gin Pro Val Gin Asn Leu 

335 340 345 

Leu Leu Asp Thr His Arg Gly Leu Leu Tyr Ala Ala Ser His Ser 

350 355 360 

Gly Val Val Gin Val Pro Met Ala Asn Cys Ser Leu Tyr Arg Ser 

3S5 370 375 

Cys Gly Asp Cys Leu Leu Ala Arg Asp Pro Tyr Cys Ala Trp Ser 

380 385 390 

Gly Ser Ser Cys Lys His Val Ser Leu Tyr Gin Pro Gin Leu Ala 

395 400 405 

Thr Arg Pro Trp He Gin Asp He Glu Gly Ala Ser Ala Lys Asp 

410 415 420 

Leu Cys Ser Ala Ser Ser Val Val Ser Pro Ser Phe Val Pro Thr 

425 430 435 

Gly Glu Lys Pro Cys Glu Gin Val Gin Phe Gin Pro Asn Thr Val 

440 445 450 

Asn Thr Leu Ala Cys Pro Leu Leu Ser Asn Leu Ala Thr Arg Leu 

455 460 465 

Trp Leu Arg Asn Gly Ala Pro Val Asn Ala Ser Ala Ser Cys His 

470 475 480 

Val Leu Pro Thr Gly Asp Leu Leu Leu Val Gly Thr Gin Gin Leu 

485 490 495 

Gly Glu Phe Gin Cys Trp Ser Leu Glu Glu Gly Phe Gin Gin Leu 

500 505 510 

Val Ala Ser Tyr Cys Pro Glu Val Val Glu Asp Gly Val Ala Asp 

515 520 525 

Gin Thr Asp Glu Gly Gly Ser Val Pro Val He He Ser Thr Ser 

530 535 540 

Arg Val Ser Ala Pro Ala Gly Gly Lys Ala Ser Trp Gly Ala Asp 

545 550 555 

Arg Ser Tyr Trp Lys Glu Phe Leu Val Met Cys Thr Leu Phe Val 

560 565 570 

Leu Ala Val Leu Leu Pro Val Leu Phe Leu Leu Tyr Arg His Arg 

575 580 585 

Asn Ser Met Lys Val Phe Leu Lys Gin Gly Glu Cys Ala Ser Val 

590 595 600 

His Pro Lys Thr Cys Pro Val Val Leu Pro Pro Glu Thr Arg Pro 

605 610 615 

Leu Asn Gly Leu Gly Pro Pro Ser Thr Pro Leu Asp His Arg Gly 

620 625 630 

Tyr Gin Ser Leu Ser Asp Ser Pro Pro Gly Ser Arg Val Phe Thr 

635 640 645 

Glu Ser Glu Lys Arg Pro Leu Ser He Gin Asp Ser Phe Val Glu 

650 655 660 

Val Ser Pro Val Cys Pro Arg Pro Arg Val Arg Leu Gly Ser Glu 

665 670 675 

He Arg Asp Ser Val Val 

680 
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<210> 26 
<211> 137 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No. : 4248993CD1 

<400> 26 

Met Gly Arg Lys Leu Asp Leu Ser Gly Leu Thr Asp Asp Glu Thr 

15 10 15 

Glu His Val Leu Gin Val Val Gin Arg Asp Phe Asn Leu Arg Lys 

20 25 30 

Lys Glu Glu Glu Arg Leu Ser Glu Leu Lys Gin Lys Leu Asp Glu 

35 40 45 

Glu Gly Ser Lys Cys Ser lie Leu Ser Lys His Gin Gin Phe Val 

50 55 60 

Glu His Cys Cys Met Arg Cys Cys Ser Pro Phe Thr Phe Leu Val 

65 70 75 

Asn Thr Lys Arg Gin Cys Gly Asp Cys Lys Phe Asn Val Cys Lys 

80 85 90 

Ser Cys Cys Ser Tyr Gin Lys His Glu Lys Ala Trp Val Cys Cys 

95 100 105 

Val Cys Gin Gin Ala Arg Leu Leu Arg Ala Gin Ser Leu Glu Trp 

110 115 120 

Phe Tyr Asn Asn Val Lys Ser Arg Phe Lys Arg Phe Gly Ser Ala 

125 130 135 

Arg Phe 



<210> 27 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No . : 5402418CD1 

<400> 27 

Met Lys Phe Gin Tyr Lys Glu Asp His Pro Phe Glu Tyr Arg Lys 
15 10 15 

Lys Glu Gly Glu Lys lie Arg Lys Lys Tyr Pro Asp Arg Val Pro 

20 25 30 

Val lie Val Glu Lys Ala Pro Lys Ala Arg Val Pro Asp Leu Asp 

35 40 45 

Lys Arg Lys Tyr Leu Val Pro Ser Asp Leu Thr Val Gly Gin Phe 

50 55 60 

Tyr Phe Leu lie Arg Lys Arg lie His Leu Arg Pro Glu Asp Ala 

65 70 75 

Leu Phe Phe Phe Val Asn Asn Thr lie Pro Pro Thr Ser Ala Thr 

80 85 90 
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Met Gly Gin Leu Tyr Glu Asp Asn His Glu Glu Asp Tyr Phe Leu 
95 100 105 

Tyr Val Ala Tyr Ser Asp Glu Ser Val Tyr Gly Lys 
110 115 



<210> 28 

<211> 1058 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No.: 2417014CB1 

<400> 28 

cgagatcgca gcccaaccca tggccgggtc tcctagccgc gccgcgggcc ggcgactgca 6 0 
gcttcccctg ctgtgcctct tcctccaggg cgccactgcc gtcctctttg ctgtctttgt 120 
ccgctacaac cacaaaaccg acgctgccct ctggcaccgg agcaaccaca gtaacgcgga 180 
caatgaattt tactttcgct acccaaaaga gtctcactct gttgcccagg ctggagtgca 240 
acgacgcaat ctcggctcac tgcaaccttc acctcccaga tggagtttcg ctcttgttgc 3 00 
ccaggctgga gtgcaatggc acaatctcgg ctcaccacaa cctctgcctc ccgggttcaa 360 
gcgattctcc tgcctcagtc tcctgagtag ctgggattac agcctggaga gtgtgtttcc 420 
actcatagcc gagggccagc gcagtgccac gtcacaggcc atgcaccagc tcttcgggct 480 
gtttgtcaca ctgatgtttg cctctgtggg cgggggcctt ggagggctcc tgctgaagct 54 0 
accctttctg gactcccccc ccagactccc agcactacga ggaccaagtt cactggcagg 600 
tgcctggcga gcatgaggat aaagcccaga gacctctgag ggtggaggag gcagacactc 660 
aggcctaacc cactgccagc ccctgagagg acacgctcct tttcgaagat gctgactggc 720 
tgctactagg aagttctttt tgagctccca ttcctccagc tgcaagaagg gagccatgag 780 
ccagaaggag gcccctttcc acaggcagcg tctccacagg gagaggggca acaggaggct 840 
gggaaatggt ggggagtggg gccgtaactg ggtacaatag ggggaacctc accagatgcc 900 
caacccgact gccctaccag cctgcacatg ggtagaagag gccaaattga ggcacccaag 960 
tgatccactg gccccacgtc acacagttac agtgaagccc aagccaggcc tggttgaggg 102 0 
tgataaacgc cactgtgcgg caccgcaaaa aaaaaaaa 1058 



<210> 29 
<211> 2235 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No . : 2634931CB1 

<400> 29 

cggccacccg tccgaccaca ccagggcaac tgtagtgcca gtgcctggtt ccacccgggg 60 

ggcatctgag aactgtgtcc ttccattcct gagtccagca cttcccaggc caggaactca 12 0 

cacagctttt ggcctgagcc cccgttacca agagaaagga ggtttttgcc aaggactcca 180 

aggggagtgc acttgatgct ggtcgggacc caaagcaccc agccctccct gagacattgt 24 0 

gtgagtcggg ctgggcctca aacacggccc ccactgcccc accccagcca gggtggtgct 3 00 

tgtgtgggta ggactttaaa tccagctgcc agacccctgg acgggagaag gagagacggc 3 60 

tggccaccat gcacggctcc tgcagtttcc tgatgcttct gctgccgcta ctgctactgc 42 0 

tggtggccac cacaggcccc gttggagccc tcacagatga ggagaaacgt ttgatggtgg 480 

agctgcacaa cctctaccgg gcccaggtat ccccgacggc ctcagacatg ctgcacatga 54 0 
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gatgggacga ggagctggcc gccttcgcca 
acaacaagga gcgcgggcgc cgcggcgaga 
acgtgccgct ggccatggag gagtggcacc 
ccacctgcag cccaggccag atgtgcggcc 
agaggatcgg ctgtggttcc cacttctgtg 
tcgaattact ggtgtgcaac tatgagcctc 
aggaggggac tccgtgctcc caatgtccct 
aacccatcgg aagcccggaa gatgctcagg 
ccttccgggc gactgaagca tcagactcta 
cggggattcc ggctttcttg gtaacagagg 
ctgctgtgga aacccaggcc ccaacttcct 
cagaggctcc accttgcgta acaactgagg 
cctccttgga tgaggagcca gttaccttcc 
cagcagacaa agtgacagac aaaacaaaag 
accccaagat gtccctgaca ggggcaaggg 
aggctgaggc tgagttgcct ccttccagtg 
acaagccagg tgagctgcag gccacactgg 
tgcccaattt ccccaatacc tctgccaccg 
tgcagtcgtc cttgccaggt gcagagggcc 
actcgggccc tggtcatgtg tggggccctc 
tgttggctgg aatcttctga aggggatacc 
ctgtcatctt ccccaccctg tccccagccc 
ccggaaggga aaggctacgg ggcatgtgcc 
gcctggctgg ctgcgagctc agggggccgc 
cctgcccctc cctcctgagt cctgggggtg 
ggcctggggc tgtctgccca cacagcatgt 
gatggggatt cctaggggca gatgaaggac 
ggggaggcag ggacgaggga aggaaagcaa 
cctgtgaaaa aaaaa 



aggcctacgc acggcagtgc gtgtggggcc 600 
atctgttcgc catcacagac gagggcatgg 660 
acgagcgtga gcactacaac ctcagcgccg 720 
actacacgca ggtggtatgg gccaagacag 78 0 
agaagctcca gggtgttgag gagaccaaca 840 
cggggaacgt gaaggggaaa cggccctacc 900 
ctggctacca ctgcaagaac tccctctgtg 960 
atttgcctta cctggtaact gaggccccat 1020 
ggaaaatggg tactccttct tccctagcaa 1080 
tctcaggctc cctggcaacc aaggctctgc 1140 
tagcaacgaa agacccgccc tccatggcaa 1200 
tcccttccat tttggcagct cacagcctgc 1260 
ccaaatcgac ccatgttcct atcccaaaat 1320 
tgccctctag gagcccagag aactctctgg 1380 
agctcctacc ccatgcccag gaggaggctg 1440 
aggtcttggc ctcagttttt ccagcccagg 1500 
accacacggg gcacacctcc tccaagtccc 1560 
ctaatgccac gggtgggcgt gccctggctc 1620 
ctgacaagcc tagcgtcgtg tcagggctga 1680 
tcctgggact actgctcctg cctcctctgg 1740 
actcaaaggg tgaagaggtc agctgtcctc 18 00 
ctaaacaaga tacttcttgg ttaaggccct 1860 
tcatcacacc atccatcctg gaggcacaag 1920 
ctgaggactg cacaccgggc ccacacctct 1980 
ggaggatttg agggagctca ctgcctacct 2040 
gcgctctccc tgagtgcctg tgtagctggg 2100 
aagccccact ggagtggggt tctttgagtg 2160 
ctcctgactc tccaataaaa acctgtccaa 2220 

2235 



<210> 30 

<211> 1559 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No. : 110960CB1 



<400> 30 

cccaggcccg gccctctcct 
ctgcagtgga tgttgctgga 
tacccaagcg gccacccggg 
gggaaagctc tccgtggcta 
cgagaagaag gaggctccag 
tggggagggg atgaaggcag 
tagctgggcc tatgtggacc 
agaccatgag ctcttcacca 
cagaaaggtc tacaccatcc 
ctttactttc tgtgaccctg 
atcctatgct gtgttctttg 
gcatttcccc tggaacctga 
tgggatgctg tccagctact 
ccttgtctgc ctctcagtca 



ccccccgcgc cgatggtacg 
acccacgcgg aggaaggaag 
cctcagggac cccttccccg 
acaaggcccc tgggaccgag 
cagtgccctc agccccaccc 
gggccttccc cccagccccc 
ccagcagcag ctccagctat 
ctttcagctg ggatgaccag 
tgctgattca gctgctggtg 
tcaaggacta tgtccaggcc 
caacctacct gaccctggct 
ttctcctgac cgtctttacc 
acaacaccac ccccgtgctg 
ccgtcttcag cttccagacc 



cgccggctcg cctggcccgg 60 
agacgcaggc aggctgcggt 12 0 
agagacggca ccatgaccca 18 0 
gggcagcagc aggtgcatgg 24 0 
tcctatgagg aagccacctc 3 00 
acagcggtgc ctctccaccc 360 
gacaacggtt tccccaccgg 42 0 
aaagttcgtc gagtctttgt 480 
accttggctg tcgtggctct 54 0 
aacccaggct ggtactgggc 600 
tgctgttctg gacccaggag 660 
ctgtccatgg cctacctcac 720 
ctgtgcctgg gcatcacggc 780 
aagttcgact tcacctcctg 840 
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ccagggcgtg ctcttcgtgc ttctcatgac tcttttcttc agcggactca tcctggccat 900 

cctcctaccc ttccaatatg tgccctggct ccatgcagtt tatgcagcac tgggagcggg 960 

tgtatttaca ttgttcctgg cacttgacac ccagttgctg atgggtaacc gacgccactc 1020 

gctgagccct gaggagtata tttttggagc cctcaacatt tacctagaca tcatctatat 1080 

cttcaccttc ttcctgcagc tttttggcac taaccgagaa tgaggagccc tccctgcccc 1140 

accgtcctcc agagaatgcg cccctcctgg ttccctgtcc ctcccctgcg ctcctgcgag 1200 

accagatata aaactagctg ccaacccagc ctgtggccag gtcactgtct accccagccc 1260 

agcccagccc tctgccgctt gtacatacgc catggggacc ctgaggaact gaggccacgt 1320 

caatccctgt gccgccccat tcgcccgtta catcttccaa actgggacgg tcaaggctga 13 80 

aggctcctct gggtttgagg gtccaaggga caaggaggag aagcctagca ggatttcaga 1440 

tgcaggagag agacccaggg aagcccggca gagccctgag ccccactgca attctcctag 1500 

ggctgcacat catgtggctt agggacactg tctgcatcca gtctgtgtct cctgtcttc 1559 



<210> 31 

<211> 876 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No.: 380721CB1 



<400> 31 

cccacgcgtc cgcccacgcg tccgattttt 
ctgtgtaagg gaatcgcatg gagatgggca 
cagttgtctc tgatcacttg tgtggatttt 
agtcgccaag acctacagca ggaattctgc 
tttgcatctg ggagaatgtc tgagcaagga 
gggactgagc aggagacggc cactccagag 
gaagaggaga aactggaact gcagaggcgg 
tccaagtcag gagcaggaaa aggtaaactg 
tctgccagac caggaggtga aagtcttcag 
agggatttca aaaggtttag gttaaaagtt 
tttcctcaaa ggctctcttt tgataaggct 
ccttccttgt tggagatgtc ttacctctca 
cacaattgct ggttcatata aacttaggaa 
aaatactttt atggctttgg tggagatttc 
tctgagctga tggctgcttt tagttcatat 



catctttttt caggttgacg atgtgtcaca 60 

ttccgaactg ttaatgggga catgggactc 120 

cctggcgtag aacgacagaa gccgctagta 180 

accaaagggc ataaaatctt gttattttaa 240 

gacctgaatc aggcaatagc agaggaagga 300 

aacggcattg ttaaatcaga aagtctggat 360 

ctggaggctc agaatcaaga aagaagaaaa 42 0 

actcgcagtc ttgctgtctg tgaggaatct 4 80 

ggtcagactc tctgaaaact gcaaatngga 540 

aaattaaaag taggnacagt agtgctgaat 6 00 

gaaccaaata taatcccaag aatactctct 660 

gctccccaaa atgcacttgc ctataagaaa 720 

atagtgaata aggtgcattt aactttggag 780 

tcaatactgc caaagttgtc cagaaaccga 840 
tatcat 876 



<210> 32 

<211> 1521 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No . : 829443CB1 



<400> 32 

caagctggcc ctgcacggct gcaagggagg 
caggaggtgc ctccaggcgg ccagtgggcc 
ccagtcccag gacacagcag cggccaccat 
gcccccagga ccggggaggc acaggtggcc 



ctcctgtgga caggccaggc aggtgggcct 6 0 

tgaggcccca gcaagggcta gggtccatct 12 0 

ggccacgcct gggctccagc agcatcagca 180 

cccaccaccc ggaggagcag ctcctgcccc 24 0 
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tgtccggggg atgactgatt ctcctccgcc aggccaccca gaggagaagg ccaccccgcc 300 
tggaggcaca ggccatgagg ggctctcagg aggtgctgct gatgtggctt ctggtgttgg 360 
cagtgggcgg cacagagcac gcctaccggc ccggccgtag ggtgtgtgct gtccgggctc 420 
acggggaccc tgtctccgag tcgttcgcgc agcgtgtgta ccagcccttc ctcaccacct 480 
gcgacgggca ccgggcctgc agcacctacc gaaccatcta taggaccgcc taccgccgca 540 
gccctgggct ggcccctgcc aggcctcgct acgcgtgctg ccccggctgg aagaggacca 600 
gcgggcttcc tggggcctgt ggagcagcaa tatgccagcc gccatgccgg aacggaggga 66 0 
gctgtgtcca gcctggccgc tgccgctgcc ctgcaggatg gcggggtgac acttgccagt 720 
cagatgtgga tgaatgcagt gctaggaggg gcggctgtcc ccagcgctgc gtcaacaccg 780 
ccggcagtta ctggtgccag tgttgggagg ggcacagccc gtctgcagac ggtacactct 840 
gtgtgcccaa gggagggccc cccagggtgg cccccaaccc gacaggagtg gacagtgcaa 900 
tgaaggaaga agtgcagagg ctgcagtcca gggtggacct gctggaggag aagctgcagc 960 
tggtgctggc cccactgcac agcctggcct cgcaggcact ggagcatggg ctcccggacc 1020 
ccggcagcct cctggtgcac tccttccagc agctcggccg catcgactcc ctgagcgagc 1080 
agatttcctt cctggaggag cagctggggt cctgctcctg caagaaagac tcgtgactgc 1140 
ccagcgcccc aggctggact gagcccctca cgccgccctg cagcccccat gcccctgccc 1200 
aacatgctgg gggtccagaa gccacctcgg ggtgactgag cggaaggcca ggcagggcct 126 0 
tcctcctctt cctcctcccc ttcctcggga ggctccccag accctggcat gggatgggct 1320 
gggatcttct ctgtgaatcc acccctggct acccccaccc tggctacccc aacggcatcc 1380 
caaggccagg tgggccctca gctgagggaa ggtacgagct ccctgctgga gcctgggacc 1440 
catggcacag gccaggcagc ccggaggctg ggtggggcct cagtgggggc tgctgcctga 1500 
cccccagcac aataaaaatg t 



1521 



<210> 33 

<211> 1349 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No.: 1470058CB1 

<400> 33 

aggctgggct gattcccttc tgtgctccca catgcttccg gaacagtgac aggtgagtga 60 

aaaccaggta tcctgagccc catccctgat gtccctactc catccctgct atatccctag 120 

cctgactttc cagcctcctg caggctcctg cctctaacca gcttctaccc cagccccatc 180 

tctgcccctg ctagggactt cgcttttgtg gcaagtgaca aagatagctg tatgctcaag 240 

tgccatgtgt ttcgctgtga tgtccctgcc aaggccattg ccagtgccct acatgggctt 3 00 

tgtgcccaga tcttgtcaga gcgagtagag gtcagtggtg atgcctcttg ctgctcccca 360 

gaccccatct ctcctgaaga cctgccacgg caagtggagc tgctggatgc ggtaagccaa 420 

gctgctcaga agtacgaggc actgtatatg gggacactgc cagtcaccaa ggccatgggc 4 80 

atggatgtgc tgaacgaggc cattggtacc ctcaccgcca ggggggaccg gaatgcctgg 54 0 

gtccccacca tgctcagtgt gtctgactct ctcatgactg cacatcccat tcaggcagag 600 

gccagtacag aggaggagcc attgtggcag tgccctgtgc gccttgtgac atttattggt 660 

gttggccgcg acccacacac ctttggcctc atcgctgacc tgggccgtca gagcttccag 720 

tgcgcagcct tctggtgcca gccccatgca gggggactct ctgaagctgt gcaggctgcc 780 

tgtatggttc agtaccagaa gtgtcttgtg gcctctgcag ctcgaggcaa ggcctggggt 840 

gcccaggccc gtgcccgcct gcggctcaag cggaccagct ccatggattc cccaggaggt 900 

cccctgcccc tccccctgct caaaggaggg gttggcggtg caggggcaac ccctcgaaag 960 

cggggtgtct tctcttttct tgatgccttc cggctgaaac cctctctgct ccatatgccc 1020 

taaacttatc tgggaaggct ggggaagtag gctctgggtc catgcctaac tctgtaccgt 1080 

tttattcctc aaggcctata gcctgtcact ccttgaagcc ttctctgcct gtccctccga 1140 

tccttgtcca ccgtctattt attgcccaat ttattgttta tacggatgac tgggaggcac 1200 

tgcaccacaa cgtaggaccc tggctcccct ttccttgggt ccttgtgttc cttgcccctg 1260 
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tccaaccctg gacagttggc tctacctcag taacacttta tagcaaaatc agtgcaaata 1320 
aaaatccctc agtgacctca aaaaaaaaa 1349 



<210> 34 

<211> 1338 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No.: 1554947CB1 

<400> 34 

ggctgttgct gtggtttcct gagttgctgc tgctgcggcg gcggcagcgg cgtctgtgct 60 
tgtggaggtg tcggcctctg ggcggatgtt gacattgtgt tgttgttatt gctgatggta 120 
atggcggcgg cggtggcggc gacggtccag accccatccc ctctgtagcc ggagccgaga 180 
cagccgacag cgaactccgc ggcctcggag ccggcggcag cggcgactcc cctcagcctc 240 
cgccgcctcg cccgccggta ccccggcgcc aaccccggga gtcaggccct ttgggcaggg 3 00 
gagcccggag gctcaggatg gcggatttcg acgaaatcta tgaggaagag gaggacgagg 3 60 
agcgggccct ggaggagcag ctgctcaagt actcgccgga cccggtggtc gtccgcggct 4 20 
ccggtcacgt caccgtattt ggactgagca acaaatttga atctgaattc ccttcttcat 480 
taactggaaa agtagctcct gaagaattta aagccagcat caacagagtt aacagttgtc 540 
ttaagaagaa ccttcctgtt aatgtacgtt ggctactttg tggctgcctt tgttgctgct 6 00 
gcacattagg ttgcagtatg tggccagtta tttgcctcag taaaagaaca cgaagatcga 660 
ttgagaagtt attagaatgg gaaaacaata ggttatacca caagctgtgc ttgcattgga 720 
gactgagcaa aaggaaatgt gaaacgaata acatgatgga atatgtcatc ctcatagaat 780 
ttttaccaaa gacaccgatt tttcgaccag attagcattt actttattta tagagacttt 840 
ccaagtatgt tgtctttcca atggtgcctt gcttggtgct ctcctggtgg tgacataaca 9 00 
ttggttctac agaatcgtgt ggtgtttttt ttgtttttgt tttttttttt tttttaaata 960 
accgcatgtt ctaagtgtgc atttttgtca atctttgcaa cagttatttc atacagatgt 1020 
ttaatactta agttattgtg ctcttttctg ttatgtattc tgattttcaa ggattacttt 1080 
tttgtattat caaaaaaata catttgaact tagcataaaa agtggccagc cttttttatt 114 0 
ttgtcaccaa ggtacacaca gtcctttatt tataaattcc ttaacagaga aaaacacctt 1200 
tgtaaggctc aacttaccta ttccagcaag cacacttttt ctgtcatttt ttctttcttt 1260 
tcaaatttga tattgtcatt attttaaaat agtaagtgtt ctttaatagt cttttgggac 1320 
ctaacatacc ctttctca 1338 



<210> 35 

<211> 2120 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No.: 1690245CB1 

<400> 35 

tccctctcac caccctcttc tgcctatgag cggggaacaa aaaggccaga tgacagacat 60 

gatacaccaa cttctaaaaa gaaagtacga attaaagacc gcaataaact ttctacagag 120 

gaacgccgga agttgtttga gcaagaggtg gctcaacggg aggctcagaa acaacagcaa 180 

cagatgcaga acctgggaat gacatcacca ctgccctatg actctcttgg ttataatgcc 240 

ccgcatcatc cctttgctgg ttacccacca ggttatccca tgcaggccta tgtggatccc 3 00 

agcaacccta atgctggaaa ggtgctcctg cccacaccca gcatggaccc agtgtgttct 360 
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cctgctcctt 
cctccaccag 
tatgtggccc 
ccggcccccg 
gtcagtgtac 
cagacatgtc 
gtacagagtt 
catccacaag 
cagcctcagc 
cccccctctc 
gatccagaag 
cctacttggg 
ggaactccaa 
gcagacacct 
cagttcatcg 
accacaactg 
gagctgaagt 
accaaggagt 
gacactgaat 
actctaggga 
tgatgataca 
gaactccatc 
agaggtgcaa 
cttctccttg 
accctgatga 
tttcctggtt 
aagactttgt 
ttccaaagca 
tactgcttaa 
aaatcaatta 



atgatcatgc 
taccagtggt 
agagtgatgg 
gcccagttca 
agcagcagta 
caacagtcta 
atgcccagcc 
gagtggtggt 
ccttgcagcc 
ctcccaaacc 
ggaagattta 
aaagcccagg 
catatgatga 
ccagtgaact 
tccagtgcct 
aagactttaa 
actgtaagaa 
acattaagaa 
tagagtgact 
gaggaaatcc 
tcaccctggg 
tacaagtgat 
gggcttagaa 
gcggtgctgt 
tctgtattat 
tttgtttggt 
aaggacagtt 
ggctgccttg 
aatcacttta 
aagaaaaaaa 



tcagcccttg 
gccacatgtg 
tgtagtacac 
gggacagaat 
ctctcctgca 
tggtgtgaca 
aagtcttcag 
acagccagcc 
atctgaaatg 
aaaaaccatt 
ttactaccat 
agatgatgcc 
aaaccccatg 
agcaaagaaa 
gaacccttac 
acatctggct 
tcctgaggac 
gtacatgcag 
gttgggccag 
tgtgggcctt 
gaattcaacc 
tacctagttg 
aagaccctgg 
cagcgcacag 
attttaatgt 
tttcgttttg 
taagttctcc 
tggttttggc 
ctttatccaa 



gtgggacatt 
gcagctcctg 
caagactcca 
tatagtgttt 
cagtctcaag 
tcaccttatt 
tatatccagg 
gcagcagtga 
gttgtgacaa 
gtcttacctc 
gtgatcacaa 
agccttgagc 
aaggcctcga 
agcaaagaag 
cggaaacctg 
cgcaagctga 
ctggagtgca 
aagtttgggg 

ggtgggagga 

tctgtcccac 
ctgcagatgt 
tgagctgttg 
ccagacctga 
acccatgcgc 
atatgtgaat 
cttttagcct 
tgcaaggttt 
cagccttgtg 
tttttactga 



ctacagaacc 
tggaagtttc 
gcgttgctgt 
gggattcaaa 
caaccatata 
cacagacaac 
ggcaacagat 
ctacaatagt 
ataatctctt 
ccaactggaa 
ggcagactca 
atgaagctga 
aaaagcccaa 
tattcagaaa 
actgcaaagt 
ctcacggtgt 
atgagaatgt 
ctgtttacaa 
tgggtggtca 
ccctgtcagc 
caactgaagg 
gcatgtggtt 
ctccactctt 
atccccaccc 
atattgaaaa 
ctacatgcta 
aatttgttat 
ctatgttgat 
actttttatg 



cctttctgcc 
cagttcccag 
cttgccagtg 
ccaacagtct 
ttatcaagga 
tccaccaatt 
tttcacagct 
tgcaccaggg 
ggatctgccg 
gacagctcga 
gtgggatcct 
gatggacctg 
gacagcagaa 
agagatgtcc 
gggaagaatt 
tatgaataag 
gaaacacaaa 
acccaaagag 
ggtaagacag 
actgtgctac 
ccacaaaaat 
agaagccatc 
aaacctgggt 
acaacccttt 
taatttgttt 
ggatcacagg 
catgtaaata 
aagattgatt 
taaaaaaata 



420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2120 



<210> 36 

<211> 642 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<223> Incyte ID No. 



1878262CB1 



<400> 36 

ctcctgcact 

ggcaaccacc 

tggcagcagc 

gtctcatccg 

cttggaatga 

ctgcagtgtg 

acactctgtg 

aggagacgct 

cggctgctct 

gcagcgcccg 

cagggctttt 



aggctctcag 
ccatgccctg 
tgcagcgggc 
cttgggggac 
cttccatgcc 
ggaatcacta 
cggtgccccg 
gcgggctaca 
ggctctggcc 
tacctccagc 
cattaaaggt 



ccagggatga 
aggccgttgc 
ccaaaccgat 
agcatgggcc 
tgtgcctctc 
cagcaagaag 
gtgcatgttc 
gcgcctgcac 
tacctcctga 
cctgctctgg 
atttatattt 



tgcgctgctg 
tgttgctgcc 
gtgacaccat 
gcggaggcga 
aggtcctgtc 
ctcgccaggc 
gggagcgcgg 
tccccatggc 
ggcctctggc 
cggtggttgt 
gtaaaaaaaa 



ccgccgccgc 
cctcgtcctt 
ataccagggc 
gctggagacc 
aggctgtccg 
cccccgtccg 
cacaggctcc 
ccctgcgccc 
ctagcttgtt 
ccaggctctg 
aa 



tgctgctgcc 60 
ttacctcccc 120 
ttcgccgagt 180 
atctgcaggt 240 
gaggaggcag 300 
aataacttgc 360 
aaaaccaacc 420 
ccactgctgg 480 
gggttgggta 54 0 
cagagcgcag 6 00 
642 
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<210> 37 

<211> 2536 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No. : 2253519CB1 

<400> 37 

gccgtggtgc tcaacgccct cacggtggac gcccacacag tcgtcagcca cccggacaag 60 
tactgcttct actgccgggc gctgctgatg accgtggctg ggctgaagct gctgcgctca 120 
gccttctgct gccccccaca gcagtacctg acgttggcct tcaccgtcct gctcttccac 180 
tttgactacc cgcgcctctc ccagggcttt ctgcttgact acttcctcat gtccctgctt 240 
tgcagcaagc tgtgggactt gctgtacaag ctgcgtttcg tgctgaccta catcgcgccc 300 
tggcagatca cctggggctc ggctttccac gcttttgccc agccgtttgc cgtgccacac 360 
tcggccatgc tgttcgtcca ggccctgctc tcggggctct cctccacgcc tctcaaccca 420 
ctgctaggca gtgccgtctt catcatgtcc tacgctcggc ccctcaagtt ctgggagcgc 480 
gactacaaca ctaaacgtgt ggatcattcc aacacccgcc tggtcacaca gctggacagg 540 
aaccctggcg ctgatgacaa caacctcaac tccatcttct atgagcactt gacacgttcg 600 
ctgcagcaca cactgtgtgg ggacctggtg ctgggccgct ggggcaacta tggccctggt 660 
gactgcttcg tcctggcctc tgactacctc aacgccctgg tgcacctcat cgaggttggc 720 
aatggcctcg tcaccttcca gctgcgtggc cttgagttcc ggggcactta ctgccagcag 780 
cgcgaggtgg aggctatcac cgagggtgtg gaggaggacg agggctgttg ctgctgtgaa 84 0 
cctggccacc tgccacgggt cctgtccttc aatgctgcct ttgggcagcg ctggctggct 900 
tgggaggtaa cagccagcaa gtacgtgctg gagggctata gcattagtga caataatgct 960 
gcctccatgc tgcaggtttt cgacctccgc aagatcctca tcacctacta tgtcaagagc 1020 
atcatctact acgtgagccg ctcaccaaag ctggaggtgt ggctcagcca tgagggcatc 1080 
acggcagccc tgaggcctgt gcgggtgccc ggctatgccg actcggatcc caccttctcg 1140 
ctgagtgtgg atgaggacta tgacctccgc ctgtctggcc tctcgctgcc ctccttttgt 12 00 
gctgtgcacc tcgagtggat ccagtactgc gcctcccggc gcaccaggcc cgtggaccag 1260 
gattggaact ccccgctggt cacgctgtgt tttggcctgt gtgtgctggg ccgccgggcc 1320 
ctggggacag cctctcacag catgtctgca agcctggagc ccttcctcta cggcctgcac 13 80 
gccctgttca agggggattt tcgcatcacc tccccacgtg acgagtgggt ctttgccgac 1440 
atggacctgc ttcaccgcgt tgtggcgcct ggggttcgca tggccctcaa gcttcaccag 1500 
gaccacttca cgtccccaga tgaatatgag gagccagcag ccctatacga tgccattgcg 156 0 
gccaacgagg agcggctggt catctcacat gagggtgacc cagcatggcg cagcgccatc 1620 
ctcagcaaca cgccctccct gctggcgctg cgccatgtcc tggatgatgc ctccgacgag 1680 
tacaagatca tcatgctcaa ccggcgccac ctcagcttcc gagtcatcaa ggtgaaccgg 1740 
gagtgcgtgc gcggcctgtg ggccgggcag cagcaggagc tggtgttcct gcgcaaccgc 1800 
aaccccgagc gtggcagcat ccagaacgcc aagcaggcgc ttcgcaacat gatcaactcc 1860 
tcctgtgacc agccgctggg ctaccccatc tacgtgtcgc ctctcaccac ctcgctggct 1920 
ggcagccacc cccagctacg ggcactgtgg ggtggcccca tcagcctggg tgccattgcc 1980 
cactggctcc tgcgcacctg ggagaggctt cacaagggct gtggcgccgg ctgcaatagt 204 0 
ggcgggaacg tggatgattc agactgtagt gggggcggtg gcctgacctc cctcagcaat 2100 
aacccccccg tggcacaccc cacacctgag aacacggcag gcaatggtga ccaacccctc 2160 
ccaccaggcc ctggctgggg gccgcggtcc tccctgagtg gctctggtga tgggcggccc 222 0 
ccacctctgc tgcagtggcc tccccctcgg ctccctggac caccccctgc atcgcctatc 2280 
cccacagagg gtccccggac ctcacggccc cctggcccgg gtctcctcag ttctgagggc 2340 
cccagtggaa agtggagcct ggggggccgg aaggggctgg gaggatctga cggggagcca 2400 
gcctcaggga gccccaaagg aggtaccccc aaatctcagg taaggcacct gtgggagggt 2460 
tgggtcccag aaggctaagg cctgctcacc cgccaacctc tcccccctcc cccaggcgcc 2520 
tctagacctc agcctc 2536 
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<210> 38 

<211> 3957 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No. : 2888437CB1 



<400> 38 

ggaagctgca gagaaagtca gctggataaa ggacaaactt ctgcatattt attatcagaa 6 0 
cagcattgac gacaaactgt tggtagagaa aatctttgct cagtatcttg tcccccacaa 120 
cctggaaaca gaagagagaa tgaaatgctt atattactta tatgctagtt tggatccaaa 180 
tgctgtaaaa gctctcaacg aaatgtggaa gtgtcagaac atgcttcgga tccatgtacg 240 
cgaactattg gatttgcaca agcagcctac atcagaggct aactgttctg ccatgtttgg 300 
aaaactgatg accatagcaa agaatttgcc tgaccccggg aaagcacaag attttgtgaa 360 
gaaatttaac caggttctcg gcgatgatga gaaacttcgg tctcagttgg agttattaat 420 
tagcccaacc tgttcttgca aacaagcaga tatttgtgtg agagaaatag cccggaaact 480 
tgcaaatcct aagcaaccaa caaatccttt tctagagatg gtcaaatttc tgttggaaag 54 0 
aatcgcacct gtgcacattg attcagaagc cataagtgca ctagtgaaat tgatgaataa 600 
gtcaatagag gggacagcag atgatgaaga ggagggtgta agtccagata cagctatccg 66 0 
ttcaggactt gaacttctta aggttctgtc ttttacacat cctacctcgt tccactctgc 720 
agagacatat gagtccttgt tacagtgcct aagaatggag gatgacaagg tagcagaagc 780 
tgctattcaa atttttagaa atacaggtca caaaatagaa acagaccttc cccagatacg 840 
atcgacctta attcccattt tacatcaaaa agcaaagagg ggtactccac accaagcaaa 900 
acaggctgtg cactgtatac acgccatatt cacaaataaa gaagtccagc ttgcacagat 96 0 
ttttgagcca ctcagtagga gtctgaatgc tgatgtgcca gaacaactta taactccatt 1020 
agtttcattg ggccacattt ctatgttagc accagatcag tttgcttccc caatgaaatc 1080 
tgtagtagca aattttattg tgaaagatct gctaatgaat gacaggtcaa caggtgaaaa 1140 
gaatggaaaa ctgtggtctc cagatgaaga ggtttcccct gaagtactag caaaggtaca 1200 
ggcaattaaa cttctggtaa ggtggctgtt gggtatgaaa aacaaccagt ctaaatctgc 1260 
caattcaacc cttcggttat tatcagcgat gttggttagt gagggtgacc tgacagagca 1320 
aaagaggatc agtaaatctg atatgtctcg cttgcgatta gctgctggta gtgccataat 1380 
gaagcttgct caggaacctt gttaccatga aattattacc ccagaacagt ttcagctctg 144 0 
tgcacttgtt attaatgatg agtgttacca agtaaggcag atatttgctc agaagctgca 1500 
taaggcactt gtgaagttac tgctcccatt ggagtatatg gcgatctttg ccttgtgtgc 1560 
caaagatcct gtgaaggaga gaagagcaca cgcacgacaa tgtttactga aaaatatcag 1620 
tatacgcagg gaatacatta agcagaatcc tatggctact gagaaattat tatcactgtt 1680 
gcctgaatat gtagttccat acatgattca cctgctagcc catgatccag attttacaag 1740 
atcacaagat gttgatcagc ttcgtgatat caaagagtgc ctatggttca tgcttgaagt 1800 
tttaatgaca aagaatgaaa acaatagcca tgcctttatg aagaagatgg cagagaacat 1860 
caagttaacc agagatgccc agtctccaga tgaatccaag acaaatgaaa aactgtatac 1920 
agtatgtgat gtggctctct gtgttataaa tagtaaaagt gctttgtgca atgcagattc 1980 
accaaaggac ccagtcctcc caatgaaatt ttttacacaa cctgaaaagg acttctgtaa 2 04 0 
cgataagagt tatatttcag aagagacaag agtacttctg ttaacaggaa agccaaagcc 2100 
tgctggagta ctaggtgcag taaataagcc tttatcagca acgggaagga aaccctatgt 216 0 
tagaagcact ggcactgaga ctggaagcaa tattaatgta aattcagagc tgaacccttc 2220 
aaccggaaat cgatcaaggg aacagagttc agaggcagca gaaactggag ttagtgaaaa 2280 
tgaagagaac cctgtgagga ttatttcagt cacacctgta aagaatattg acccagtaaa 2340 
gaataaggaa attaattctg atcaggctac ccagggcaac atcagcagtg accgaggaaa 2400 
gaaaagaaca gtaacagcag ctggtgcaga gaatatccaa caaaaaacag atgagaaagt 246 0 
agatgaatcg ggacctcccg ccccttccaa acccaggaga ggacgtcgac ccaagtctga 2520 
atctcagggc aatgctacca aaaatgatga tctaaataaa cctattaaca agggaaggaa 2580 
gagagctgca gtgggtcagg agagccctgg gggtttggaa gcaggtaatg ccaaagcacc 2640 
caaactgcaa gatttagcca aaaaggcagc accagcagaa agacaaattg acttacaaag 2700 



38/53 



!UI n~i; nr: O feu fjj ?.J , ji,. 

WO 00/34477 PCT/US99/30408 



gtaaaaatgc atttgcaaag ggagaaaatg aaggccaaac agaagcaggc tccagcttct 2760 
gcaaaaactt ggattcacaa atgtccctga acagaaaatg aagctcaacg cagaccgtgt 2820 
gtgttctgaa gtgagcttca gaacacacac tctctgcctt gaaaactaaa gagactatta 2880 
cttccttttc acatgaccac aagtcctctg atggaaatgt acagcagaaa ctcttgagag 2940 
agaggctaaa agcaactctg ttctccccct tcccctagac ttttcttacg aaaagtcaat 3 000 
aattaagcaa attgcttaac acttggttcc agttcctgcc tatctggagt ttaaatgcgt 3060 
aatacaccat taatttccac gctgcagttt ttattttaaa gaaagtaaca agatgtcttt 3120 
acactgacac tgaaaattca tccattttag agccaggaat tcccatgtta cacaggaaaa 3180 
aatagaagtc tactgaatta attttttaaa agaaaagaga tcagattaaa tatttctttg 3240 
tttttccttt tggaaacttt tatgtataat tctttctgcc tgcctacttt tctgcaaaaa 3300 
tgagatgtac agatttcggt tccctgctat gaaaagtgat gtggtagcaa ttttataaat 3360 
gttgctttct gatttttatc agagtgagaa aattaaaatt attgatttgc aagtagtaaa 3420 
cagttcatat tttgatttcc cctcatttta gtttaatata atttgcaata aatgtacata 3480 
ttgttgtttg tttcataaag catatcactt taaaatggtt tttactcctg tgattatgtt 3540 
ggaatatttg gaattttaaa ggagtaaaga ctgtccagca tttggtttta taatgtttgt 3600 
caccagattt ttattaatgt aaaaaaaatc aatttttaaa aaatagttgg actttggcag 3660 
cttttaagga aagttggagg tgttttagga ttgctatcaa ttttcagcat tgtgctattt 3720 
ggaaataagt gttttgcttt tgtctgatgg tctgggctca tttttatgtt tattttagaa 3780 
aactgttgca tcaatatatt atgtttcttg gcattgttca gcataggtaa tgtgtgcact 3840 
ttatgtgtac acataatcat atttaagttt tttgcataaa ataaatgctt ctagatgtca 3900 
tggcagtctt tttaatcttt ttatcatatg ctttcttgtg aattttttca tgttaaa 3957 



<210> 39 

<211> 3188 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No.: 3201753CB1 

<400> 39 

ggggagtcgg ctaagcaatg gagaagtgat gaggggcatt ttcatcaaac atgttctgga 60 

agatagtcca gctggcaaaa atggaacctt gaaacctgga gatagaatcg tagaggtgga 120 

tggaatggac ctcagagatg caagccatga acaagctgtg gaagccattc ggaaagcagg 180 

caaccctgta gtctttatgg tacagagcat tataaacaga ccaagggcac ccagtcagtc 240 

agagtcagag ccagagaagg ctccattgtg cagtgtgccc ccaccccctc cttcagcctt 3 00 

tgccgaaatg ggtagtgatc acacacagtc atctgcaagc aaaatctcac aagatgtgga 360 

caaagaggat gagtttggtt acagctggaa aaatatcaga gagcgttatg gaaccctaac 420 

aggcgagctg catatgattg aactggagaa aggtcatagt ggtttgggcc taagtcttgc 480 

tgggaacaaa gaccgatcca ggatgagtgt cttcatagtg gggattgatc caaatggagc 540 

tgcaggaaaa gatggtcgat tgcaaattgc agatgagctt ctagagatca atggtcagat 6 00 

tttatatgga agaagtcatc agaatgcctc atcaatcatt aaatgtgccc cttctaaagt 660 

gaaaataatt tttatcagaa ataaagatgc agtgaatcag atggccgtat gtcctggaaa 720 

tgcagtagaa cctttgcctt ctaactcaga aaatcttcaa aataaggaga cagagccaac 780 

tgttactact tctgatgcag ctgtggacct cagttcattt aaaaatgtgc aacatctgga 840 

gcttcccaag gatcaggggg gtttgggtat tgctatcagc gaagaagata cactcagtgg 900 

agtcatcata aagagcttaa cagagcatgg ggtagcagcc acggatggac gactcaaagt 960 

cggagatcag atactggctg tagatgatga aattgttgtt ggttacccta ttgaaaagtt 102 0 

tattagcctt ctgaagacag caaagatgac agtaaaactt accatccatg ctgagaatcc 1080 

agattcccag gctgttcctt cagcagctgg tgcagccagt ggagaaaaaa agaacagctc 114 0 

ccagCctctg atggtcccac agtctggctc cccagaaccg gagtccatcc gaaatacaag 1200 

cagatcatca acaccagcaa tttttgcttc tgatcctgca acctgcccca ttatccctgg 1260 

ctgcgaaaca accatcgaga tttccaaagg gcgaacaggg ctgggcctga gcatcgttgg 1320 
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gggttcagac acgctgctgg gtgccattat 
atgtaaagat ggaagactct gggctggaga 
gagaaaggcc acacatgatg aagcaatcaa 
cctgacactc tacagagatg aggccccata 
tattgagctg cagaagaagc cgggaaaagg 
cgatactgga gtatttgtgt cagacattgt 
actgatgcag ggagaccaga tattaatggt 
agaagcggtt gccgctttgc taaagtgttc 
aatcaaagct ggtccattcc attcagagag 
aggcagcctg tcatctttca cttttccact 
aagtagctca aagaagaatg cattggcatc 
gaaaaagggc cctactgact cactgggaat 
tggtgatgtg cctatattta tcgcaatgat 
aaaactcaga gttggggata ggattgtcac 
tcacacccaa gcagttaacc tactgaaaaa 
tgctggagga gacgtgagtg tggtcacagg 
ttctttcact gggctgacgt caagcagtat 
taagtctatt acactagagc gaggaccaga 
tggcagccct catggagact tacccattta 
ctctgaagac ggacgtctga aaaggggcga 
agaaggagtc acccatgaag aagctgttgc 
tttgatggtt ctctcttgaa ttggctgcca 
tcctactgta aagagaatgc actggtcctg 
tcaaaactgt aggggggaaa taacacttaa 
ttactgacaa cctaacatca tttttctttt 
gaatatttgt gtaggtgaat ctcgttttta 
catgggcaag aattattaca tgctaagctg 
aaccaaagaa aatggcttca gtaagttagg 
aaatctcggg gagtttaaaa aaaatgcctc 
caaactaaaa aaagaaaaaa aggttttcta 
ttaaaatttt caacagtatt ataaaaacat 
atttttcc 



tatccatgaa gtttatgaag aaggagcagc 13 8 0 
tcagatctta gaggtgaatg gaattgactt 1440 
tgtcctgaga cagacgccac agagagtgcg 1500 
caaagaggag gaagtgtgtg acaccctcac 1560 
cctaggatta agtattgttg gtaaaagaaa 1620 
caaaggagga attgcagatg ccgatggaag 1680 
gaatggggaa gacgttcgta atgccaccca 1740 
cctaggcaca gtaaccttgg aagttggaag 1800 
gaggccatct caaagcagcc aggtgagtga 186 0 
ctctggatcc agtacatctg agtcactgga 1920 
tgaaatacag ggattaagaa cagtcgaaat 1980 
cagcatcgct ggaggagtag gcagcccact 2 04 0 
gcacccaact ggagttgcag cacagaccca 2100 
catctgtggc acatccaccg agggcatgac 216 0 
tgcatctggc tccattgaaa tgcaggtggt 222 0 
tcatcagcag gagcctgcaa gttccagtct 2280 
atttcaggat gatttaggac ctcctcaatg 2340 
tggcttaggc ttcagtatag ttggaggata 2400 
tgttaaaaca gtgtttgcaa agggagcagc 2460 
tcagatcatt gctgtcaatg ggcagagtct 2520 
catccttaaa cggacaaaag gcactgtcac 2580 
gaattgaacc aacccaaccc ctagctcacc 2640 
acaattttta tgctgtgttc agccgggtct 2700 
gtttcttttt ctcatctaga aatgctttcc 2760 
cttcttgcat tttgtgaact taaagagaag 2820 
tttgtggaga tatctaatgt tttgtagtca 2880 
gttagtataa agaaagataa ttctaaagct 2940 
atgaaaaatg aaaatataaa ataaagaaga 3000 
aatttggcaa tctacctcct ctccccaccc 3060 
atgaaaatct ttaaaaatac tgtcagtatt 3120 
tgcatctccc cacctctaat atgcatatat 3180 

3188 



<210> 40 

<211> 3551 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No.: 3800639CB1 

<400> 40 

tgtctgaggc ggcgctgtgt gtgtgaagcg tacctagggc gggaggcgac atggagacag 6 0 

gggcggccga gctgtatgac caggcccttt tgggcatcct gcagcacgtg ggcaacgtcc 120 

aggatttcct gcgcgttctc tttggcttcc tctaccgcaa gacagacttc tatcgcttgc 180 

tgcgccaccc atcggaccgc atgggcttcc cgcccggggc cgcgcaggcc ttggtgctgc 24 0 

aggtattcaa aacctttgac cacatggccc gtcaggatga tgagaagaga aggcaggaac 3 00 

ttgaagagaa aatcagaaga aaggaagagg aagaggccaa gactgtgtca gctgctgcag 360 

ctgagaagga gccagtccca gttccagtcc aggaaataga gattgactcc accacagaat 420 

tggatgggca tcaggaagta gagaaagtgc agcctccagg ccctgtgaag gaaatggccc 4 80 

atggttcaca ggaggcagaa gctccaggag cagttgctgg tgctgctgaa gtccctaggg 540 

aaccaccaat tcttcccagg attcaggagc agttccagaa aaatcccgac agttacaatg 6 00 

gtgctgtccg agagaactac acctggtcac aggactatac tgacctggag gtcagggtgc 6 60 
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cagtacccaa gcacgtggtg aagggaaagc aggtctcagt ggcccttagc agcagctcca 720 

ttcgtgtggc catgctggag gaaaatgggg agcgcgtcct catggaaggg aagctcaccc 780 

acaagatcaa cactgagagt tctctctgga gtctcgagcc cgggaagtgc gttttggtga 840 

acctgagcaa ggtgggcgag tattggtgga acgccatcct ggagggagaa gagcccatcg 900 

acattgacaa gatcaacaag gagcgctcca tggccaccgt ggatgaggag gaacaggcgg 960 

tgttggacag gcttaccttt gactaccacc agaagctgca gggcaagcca cagagccacg 1020 

agctgaaagt ccatgagatg ctgaagaagg ggtgggatgc tgaaggttct cccttccgag 1080 

gccagcgatt cgaccctgcc atgttcaaca tctccccggg ggctgtgcag ttttaatgac 1140 

cagaaggaaa ggaaaccctc gccggtgggg aggcagagcc ttatcctcgg ctgcccttct 1200 

tggctccctg cattccaggg acttgctcgt cttgtttacc cctagccatc ctttctttca 1260 

agggtgaacc aggccttcca ccctgacctt gcatctccag actgttccag agaaggtgcg 1320 

gggccagctg ctatgtggtg gccgctgtgg ctgacactga gtgaaggtgt ttgaaatgca 1380 

ggagaggata tcccagcaaa ttgggatcac atgcttttgt ctccacagca accagccact 1440 

gcaggcagca tgtctttcct cccctgctct ctgcttgctg ttgttttgac gctattctgc 1500 

ttgcatgtct tctggttggg atgtggagtt gttgctggac tctcaggcga actgaagtca 1560 

ttgaagtgtg tgaagctctg tgcttgcatg agggcaagca aggaatggct gtgcctgagg 1620 

ctgctctggg aaactccttg ccccttgacc tcttttgaga gcattcacgt ggtcttcttg 1680 

ctcatcccct tataaatgtg ctttgcctgc ctcagcctca tggtcagagc agtggagact 1740 

ggagccctgt ttgcacgttc tagttgttcg gagaaagcct aggttctggg ctcaggtcca 1800 

gatgcagcgg ggattctgtt ctctgactgt ggcgaccttg ctttggttct tgttgaagtg 1860 

aaccaagccc ggccaccacg catggcatgc tgtgcttggc tccccataag acgtcctctt 1920 

tgggtgcacg gtgtcaaagt gtgggcagga gtggagagct ggtgccctca ggaggagacc 1980 

acagcatgtc catcagctca gcagagctcg acagccacaa gtcctgagaa gctttgacct 2 04 0 

tgaagggctt ctgggagagg aggaatttct gcatggggcg tgaaggcaca ctgtcccacc 2100 

acaactgaac cagaagagag tgaagactcc cctcttccca tcctctgtgc caggtgccag 2160 

actgtgctcc ttggaactta tggcccaatc ttacctgttc tccagggact ggtcactgcc 2220 

tcaggacccc caagcctatg ccctgagcca tggctgctga ctgactccag ccaaggtgca 2280 

aagacgagat tatgagacag gtcctcaggc ctgtgttcca agtactcaca ggggctctgg 2340 

gtgcccatcg ccgggagtat ggttcagctg ccaccggcac tgtccatttg cctgtctgtc 2400 

aagctcagag catggataag ccacacagca gggcagtgca ccctggcacc atgcacggcc 2460 

agcaagaatc aaggcccgca gatgctaaga gggcctattg tcaggggaag gtccccgctc 2520 

ctgcacactc tctatggata cttgggttgt gggggctctc ttggagagta agtttgtggt 2580 

ttgtttctgg tttacagtgg tggctgacac cccttgtaag aaagcattcc tgggaagtct 2640 

tctgtgggtc caaacatgtt gctccgatca tcacaggaga gcaaaaggcc ctagataccc 2 700 

cctttggaat gtgagagtct tgttgtctga tatttgccac tgagctggtg aagcccctct 2760 

aaagagatct cgaccctggg gagcagaatt cttgtcatct atgaggggtc ctgagaaaga 2 820 

cttgtcattt tttttcctgg agttcttccc attgaggtcc taggatttgc acaccactgt 2880 

cccacaagag ctttcctgcc taatgaaagg aggtcttgtg gtgtgtgtct cctctcttct 2 940 

ctatagttcc cgagttggcc cccattgcag cccccaccct gtgggtagtc ttccagaagt 3000 

gatgcagtgg tgtgagatgc cctacacctt gttatttggg agactttgag agtcattcac 3060 

ttccatggtg actagtgttt gttttgcctg attttatatt ctgtgttgca tttctcccca 3120 

ctccctgccc tgctttaata aacagcaaac caatatctag gaagaatgac tgagggatag 3180 

tattgggtat tggccccatg gcaggaacag ccacttgcat ctggtcccgg tgccacactg 3240 

cggtgcttgg tgtggttgtg gagcctgtcc ctgcgcgcct tgctcccgtt gagccacgct 3300 

gtctggtggg tgattctctg ccctgagcca ccaccctgga ctggcccagt ctccagagct 3 360 

ggcacaccct gcctgttttc tctttttaga cacaacagcc gcagtttggc cagccactaa 3420 

gtcccaccag ctgaggtccg aggaaagcgg ggtgactcat ttcccttgtc cagggcccga 3480 

ggagagtgag gtgtccagcc tgcaaagcta ttccagctcc ttggtgttgg tttgcaataa 3 540 

attggtattt a 3551 



<210> 41 
<211> 2308 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte ID No.: 533825CB1 

<400> 41 

cgccaaccgt ggtggctcct tgcgttccta 
atcttcttac gggcccgtga tttattaacg 
ctttgtgatc tactgattgt gggggcatgg 
tgggcccttg tagctgacag aaggtggcca 
aaggcgcttc tgttgctggt cttgccttgg 
ggcaacctgc acttcctgta ttcagaactc 
aaagatagga agaggcgctc acaagatggc 
acggctccct ccccagaggt ttctgcagct 
ggcctagaca accctgccta cgtgtcctcg 
gtggactctg gccggagcaa ccgaactagg 
agcagatcat ttaaaaaaat aaatcgagct 
agtgcagttg ccaaccatgc cgaccagggc 
gaagtctttc caaggttgta ccacctgatt 
aatcgagtag atcccagtga aagcctctct 
ctggtccata tcattatcca acacatttat 
ctactgccag gagacatcat tctaaaggtc 
aactacgctg tgcgtctcct gcggcagccc 
gaacagaagt tccgcagcag gaacaatgga 
gacagctttc atgtgattct caacaaaagt 
gtgcgcaagg tggatgagcc tggggttttc 
tatcgacatg gtcagcttga ggagaatgac 
cgatatggca gcccagaaag tgcggctcat 
ctcgtcgtgt cccgccaggt tcggcagcgg 
aacagcaatg gcagctggtc cccagggcca 
catcctacaa ttacttgtca tgagaaggtg 
ctcggcatgg ccgtcgcagg gggagcatca 
atcagtgttg agcccggagg agtcataagc 
ttgttgaatg tggatggggt cgaactgaca 
ttgaaaagaa catcatcctc gatagtactc 
caggaagact gcagcagccc agcagccctg 
gactggtccc catcctgggt catgtggctg 
gatattgtat tacgaagaaa cacagctgga 
gaagaataca atggaaacaa accttttttc 
tacaatgatg gaagaattag atgtggtgat 
tcaggaatga tacatgcttg cttggcaaga 
ctaactattg tttcttggcc tggcactttt 
cagaaaaatc acaaatatag gctaagaagt 
atatttaaag aaagaataca ttgtaaaaat 
ccagttacac ctcagaaaat atgattcc 



catcctctca tctgagaatc agagagcata 60 
tggcttaatc tgaaggttct cagtcaaatt 120 
caaggtttgc ttaaaggagc ttggctggtt 180 
gggagaaggc agcacactgc tcggagaatg 24 0 
ctcagtcctg ctaactacat tgacaatgtg 300 
tgtaaaggtg cctcccacta cggcctgacc 360 
tgtccagacg gctgtgcgag cctcacagcc 420 
gccaccatct ccttaatgac agacgagcct 480 
gcagaggacg ggcagccagc aatcagccca 540 
gcacggccct ttgagagatc cactattaga 600 
ttgagtgttc ttcgaaggac aaagagcggg 660 
agggaaaatt ctgaaaacat cactgcccct 720 
ccagatggtg aaattaccag catcaagatc 780 
attaggctgg tgggaggtag cgaaacccca 840 
cgtgatgggg tgatcgccag agacggccgg 900 
aacgggatgg acaccagcaa tgtccctcac 960 
tgccaggtgc tgtggctgac tgtgatgcgt 1020 
caggccccgg atgcctacag accccgagat 1080 
agccccgagg agcagcttgg aataaaactg 1140 
atcttcaatg tgctggatgg cggtgtggca 1200 
cgtgtgttag ccatcaatgg acatgatctt 1260 
ctgattcagg ccagtgaaag acgtgttcac 1320 
agccctgaca tctttcagga agccggctgg 1380 
ggggagagga gcaacactcc caagcccctc 1440 
gtaaatatcc aaaaggaccc cggtgaatct 1500 
catagagaat gggatttgcc tatctatgtc 1560 
agagatggaa gaataaaaac aggtgacatt 1620 
gaggtcagcc ggagtgaggc agtggcatta 1680 
aaagctttgg aagtcaaaga gtatgagccc 1740 
gactccaacc acaacatggc cccacccagt 1800 
gaattaccac ggtgcttgta taactgtaaa 1860 
agtctgggct tctgcattgt aggaggttat 1920 
atcaaaccca ttgttgaagg aacaccagca 1980 
attcttcttg ctgtcaatgg tagaagtaca 2040 
ctgctgaaag aacttaaagg aagaattact 2100 
ttatagaatc aatgatgggt cagaggaaaa 2160 
tgaaacacta tatttatctt gtccagtttt 2220 
gtcaggaaaa gtatgatcat ctaatgaaag 2280 

2308 



<210> 42 

<211> 1881 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No.: 1311833CB1 
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<400> 42 

ccacactcgc ccctgcaagc aagcttgaaa tgggcttctg tctgagcggc accgggatga 60 

ccaatgggtc tgtgttttgg accggcgaac caatggcgcg acagggaagg cgggcccgag 120 

atgggttagg gtgtccttgc agggtgtctg agctaaactt caccaaataa tagctgtttg 180 

tattttggct gctgcaggag ccattttaga aataaatatc ttccttcaat agatgaaaat 240 

gaaaatacag aaaaaagaga agcagttgtc aaatttaaaa gttttgaatc actccccaat 3 00 

gtctgatgcc tctgtcaatt ttgactacaa atctccatcc ccatttgact gcagcactga 360 

tcaagaagag aaaattgaag atgttgctag tcactgtctg cctcagaagg acctgtatac 420 

tgctgaagag gaagctgcta ccctttttcc taggaaaatg acatcccata atgggatgga 480 

ggacagtgga ggaggaggta ctggagtgaa gaagaaacgg aagaaaaagg agccaggaga 54 0 

ccaagagggt gcagcaaagg gaagcaagga cagagagccc aagccaaaga ggaaacgaga 6 00 

accgaaagag ccaaaggaac ccagaaaggc caaggagccg aagaaggcca aggagcacaa 6 60 

ggagccgaag caaaaagatg gggcaaagaa ggcacggaag ccccgggagg cctcgggcac 72 0 

caaggaggcc aaagagaaga ggagctgcac tgactctgca gccaggacga agtccaggaa 78 0 

ggccagcaag gagcaaggac caaccccagt ggagaaaaag aagaaaggaa aaaggaaaag 840 

tgaaactaca gtggagagtt tagagctgga tcagggcctg acgaacccat ctctgcggag 900 

tcctgaggag tccactgagt ctacagacag ccagaaacga cgctcgggaa ggcaagtaaa 96 0 

gcgcagaaaa tacaatgagg acctggactx caaagtggcg gatgatgatg gggaaacaat 102 0 

tgctgttctt ggagctggtc gaacatctgc actctcagcc tctacactgg cctggcaggc 1080 

ggaggagcct ccagaagatg atgcaaacat cattgagaag atcctggcat ctaagactgt 114 0 

ccaggaggtt cacccaggag aacctccgtt cgacttggag ctgttctacg ttaagtatag 1200 

aaatttttcc tacttacatt gtaaatgggc cacaatggaa gagctcgaaa aggatcctcg 1260 

catcgcacag aagatcaagc gatttaggaa taaacaagcc cagatgaagc acatttttac 1320 

ggaggtgaag caatatttac tgactcattt gactgctgct tttcttgcag cagtaaatac 1380 

tgtgtttacg tttctaagtc caagttaaat tcctatacag atctgttgct caagtcaaat 1440 

tgataaatgt gtgctgattt gcaacaaaac tagtctagat tcaagtcaaa gaaaactatc 1500 

caccaaagtt aaggatcaaa ccttataaac tgacaactca taacggcgtg catcttggtc 1560 

tgaatactaa taaatagcta gagtgagagg aatacgcaca caattctttt gtccctgctc 1620 

cctcaaccca ctgcaaccca aaaaggacat ttcagaaggt cctaaagttt gaatgtaaaa 16 80 

aacaaaacaa atctaaaagt gagagaaagt aaacaaataa ataattttat ttatgtaaac 1740 

ttgggaattt ctaagtattg tacctatagc aagaggaagg actgatggat tttaatatta 1800 

aacaaatcta taatgctata tatcagaaaa tgccacaaac cttaacctta atgtgttatt 1860 

cttggaataa agactaaacc a 1881 



<210> 43 
<211> 1974 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No.: 1342819CB1 

<400> 43 

ccagaagcca gcagtggggt tgcacacgcg cctcttcacg aggtggaaac aagatggagg 60 

attcggcctc ggcctcgctg tcttctgcag ccgctactgg aacctccacc tcgactccag 120 

cggccccgac agcacggaag cagctggata aagaacaggt tagaaaggca gtggacgctc 180 

tcttgacgca ttgcaagtcc aggaaaaaca attatgggtt gcttttgaat gagaatgaaa 240 

gtttattttt aatggtggta ttatggaaaa ttccaagtaa agaactgagg gtcagattga 3 00 

ccttgcctca tagtattcga tcagattcag aagatatctg tttatttacg aaggatgaac 360 

ccaattcaac tcctgaaaag acagaacagt tttatagaaa gcttttaaac aagcatggaa 420 

ttaaaaccgt ttctcagatt atctccctcc aaactctaaa gaaggaatat aaatcctatg 480 

aagccaagct ccgccttctg agcagttttg atttcttcct tactgatgcc agaattaggc 54 0 

ggctcttacc ctcactcatt gggagacatt tctatcaaag aaagaaagtt ccagtatctg 6 00 
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taaaccttct gtccaagaat ttatcaagag 
taaacatttc taaaagtggt tcttgcagtg 
ttgagcacat cattgaaaac attgttgctg 
agaagtggga gagcgtgaaa ctcctgtttg 
tcttttcctc gtttgtcagc aattgggatg 
agaaaaaaga ggcaaggaga aaacgaagag 
agaagaagag gcagcaggct aggaagactg 
ctgaaagtgg tgatactaca gtgaagaaac 
atgggaagaa aaaacgtggc agaggaaaag 
acgaaatccc acagctggta ccaataggaa 
ttcaaaaaca tgccacagga aagaagtctc 
gtgggaagaa aagaaaggct ttgccagcat 
ccccagggaa aagcccagag aagaagccaa 
gtccttcgct ggggaaaaaa gatgcgagac 
tcaccactcc tagtaaatct gtgagaaaag 
aacccaaagt accccagtcg acctaaagtc 
tgcctccaga gctttttgga aatactcaga 
gtcaggcctg gacttaaaag attttttaaa 
cacgcctgta atcccagcac tttgggaggc 
tcgagaccat cctggccaac atggtgaaac 
tgggcatggt ggtggacacc tgtaatccca 
cttgaacctg ggaggcggag gttgcagtga 
agactcagtc tcaaaaataa ataaaaataa 



agatcaatga ctgtataggt ggaacggtct 660 
ctatacgtat tggtcacgtt ggaatgcaaa 72 0 
tcaccaaagg actttcagaa aaattgccag 780 
tgaaaactga gaaatcggct gcacttccca 840 
aagccaccaa aagatctttg cttaataaga 900 
aaagaaattt tgaaaaacaa aaggagagga 960 
catcagttct tagtaaagat gatgtggcac 1020 
ctgaatcaaa gaaggaacag accccagagc 108 0 
cccaagttaa agcaacaaat gaatccgaag 1140 
agaagactcc agctaatgaa aaagtagaga 12 00 
cagcaaagag tcctaatccc agcacacctc 1260 
ctgagacccc aaaagctgca gagtctgaga 1320 
aaatcaaaga agaggcagtg aaggaaaaaa 13 8 0 
agactccaaa aaagccagag gccaagtttt 144 0 
cttcccacac ccccaaaaaa tggcccaaaa 1500 
agtgattcaa ctggaaggaa acctcaatgc 156 0 
tcctggccgc ctttgtaacc ttctctaaac 1620 
acctccataa gtagtccagg ggcggtggct 1680 
cgaggcaggc ggatcacaag gtcaacgaga 1740 
cctgtctgta ccaaaaatac aaaaattaat 1800 
gctactaggg aggctgaggc aggagaattg 1860 
gccactgcac tccagcctga tgacagagca 1920 
taaaacctca aaaaaaaaaa aaaa 1974 



<210> 44 

<211> 1061 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No.: 1871288CB1 

<400> 44 

tcctccttgg gttcgggtga aagcgcttgg 
tggagaactg aaggcggacg gtctcctgcg 
tcagatcatc atcatcgtgg tggtgatgat 
gagccactac aagctgtctg cacggtcctt 
agaagatgcc ctgtcctcag aaggatgcct 
cggaatccca gagccgcagg tctacgcccc 
gcccttcgcc cagcgggagc gcttccaccg 
cgagatcgac ctgccgccca ccatctcgct 
gggcccctgc accctccagc ttcgggaccc 
ggtgcgcgca cccccaaaca gaaccatctt 
gggcggcccc tgccccccca gcagtaactc 
cgggcgcatg gaggggccgc cgcccaccta 
ctccttccag caccagcaga gcagtgggcc 
ccacacacac atcgcgcccc tagagagcgc 
gaaaggacac cctctctagg gtccccaggg 
gcagaacact ccgcgcttct tagaagagga 
atcgtgtggc cctcccctcc cacctccctg 
tgaatgcaca agctaagaga gcttgcaaaa 



gggttcagtg ggccatgatc cccgagctgc 60 
aaaccaggca atggcggagc tggagtttgt 12 0 
ggtgatggtg gtggtgatca cgtgcctgct 180 
catcagccgg cacagccagg ggcggaggag 240 
gtggccctcg gagagcacag tgtcaggcaa 300 
gcctcggccc accgaccgcc tggccgtgcc 360 
cttccagccc acctatccgt acctgcagca 420 
gtcagacggg gaggagcccc caccctacca 480 
cgagcagcag ctggaactga accgggagtc 54 0 
cgacagtgac ctgatggata gtgccaggct 600 
gggcatcagc gccacgtgct acggcagcgg 660 
cagcgaggtc atcggccact acccggggtc 720 
gccctccttg ctggagggga cccggctcca 780 
agccatctgg agcaaagaga aggataaaca 84 0 
gggccgggct ggggctgcgt aggtgaaaag 900 
gtgagaggaa ggcggggggc gcagcaacgc 960 
tgtataaata tttacatgtg atgtctggtc 1020 
aaaaaaaaaa a 1061 
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<210> 45 

<211> 505 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No.: 2587338CB1 



<400> 45 

ggagcctgga ggagcccacg cagtctgttc ccggcacccg gtgcgtgtga agggacttga 60 
gggcagcgag atggaatcag caagagaaaa catcgacctt caacctggaa gctccgaccc 120 
caggagccag cccatcaacc tgaaccatta cgccaccaag aagagcgtgg cggagagcat 180 
gctggacgtg gccctgttca tgtccaacgc catgcggctg aaggcggtgc tggagcaggg 240 
accatcctct cactactaca ccaccctggt caccctcatc agcctctctc tgctcctgca 300 
ggtggtcatc ggtgtcctgc tcgtggtcat tgcacggctg aacctgaatg aggtagaaaa 360 
gcagtggcga ctcaaccagc tcaacaacgg cagccacatc ttggtcttct tcactgtggt 42 0 
catcaacggt ttcattacag gcttcggggc acataaaaca agggtcctgg cctgccagga 480 
ctccaggaat cctctctgaa tggag 505 



<210> 46 

<211> 1099 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No.: 2821211CB1 



<400> 46 

gaaatgcttt gtcttcagcc tctccaggca ccatctccct tcctgtggga gcagagagct 60 

tagcctggag cacctttcct tcaagccagc aacacagagc actaggttca attccctgaa 120 

ggtggccact ttaagagaga aatctgaaaa ccccatttgc tttcttttct cccatattgg 180 

catggatttc tgtcttctct aacaccttgt gaccttctct atatcatgct ttaaagtgta 240 

ataatatgat tttttaaaag aaatttatta cttgttgcaa aggtcttttt aaaccagttt 300 

agatttcaag aaaaaataaa tggaaatcat cgaaaattca tttcacatta atggtctaaa 360 

aataaaccaa aggacattat gtgtgcatgt gtgtataagt gcacacagaa atatatatac 420 

atatgtagac tatatacatg tgtgtatata tgtgtatata tacatacact tgtataaatg 480 

tatatacaca tatacctata atgtgtgtat gtgtatttat tgaagaaaca gataccatac 540 

tcatttctaa aagaatattc agagaatatc aagatgattc tggctgaaaa aggccagtgg 600 

aaattcaggt gaaaatgttc atcaattccc attgcatcac ctctgtaatt tttcagctct 660 

ctgtataaac attaaatgtc ttatatagca gcaaaaatat aaaatagttg tccatatttt 720 

cacaggtgtg gtgtaattta taaaattaga aagcaactta tcagctactt aagagaaatg 780 

gcaagttttg atatgagtat acaatatata aaaatatata tagtgctata tatataaata 840 

tttggtctct atttcatttt ttgcatcagt attaatacta aaatatgtct cgctagtgat 900 

gtttttatga tatccctgat cctaactgaa gagacagtta tttatagtca tttattttaa 960 

aaaatgaaaa taagtgaata ataattaggt taacattgtt gctccctgtg acaaaatttt 1020 

ataagcaaat ttcaaaagac atgttgtaaa ttaggaggct caacaataaa acattatgct 1080 
ccagaaaaaa aaaaaaaaa 1099 



<210> 47 

<211> 1727 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> raisc_feature 

<223> Incyte ID No.: 2824832CB1 

<400> 47 

gttgatccgc ggctgcgctc catgttccag tttcatgcag gctcttggga aagctggtgc 60 
tgctgctgcc tgattcccgc cgacagacct tgggaccggg gccaacactg gcagctggag 120 
atggcggaca cgagatccgt gcacgagact aggtttgagg cggccgtgaa ggtgatccag 180 
agtttgccga agaatggttc attccagcca acaaatgaaa tgatgcttaa attttatagc 240 
ttctataagc aggcaactga aggaccctgt aaactttcaa ggcctggatt ttgggatcct 300 
attggaagat ataaatggga tgcttggagt tcactgggtg atatgaccaa agaggaagcc 360 
atgattgcat atgttgaaga aatgaaaaag attattgaaa ctatgccaat gactgagaaa 420 
gttgaagaat tgctgcgtgt cataggtcca ttttatgaaa ttgtcgagga caaaaagagt 480 
ggcaggagtt ctgatataac ctcagatctt ggtaatgttc tcacttctac tccgaacgcc 540 
aaaaccgtta atggtaaagc tgaaagcagt gacagtggag ccgagtctga ggaagaagag 600 
gcccaagaag aagtgaaagg agcagaacaa agtgataatg atataaatga tgatcatgtt 66 0 
gaagatgtta caggaattca gcatttgaca agcgattcag acagtgaagt ttactgtgat 72 0 
tctatggaac aatttggaca agaagagtct ttagacagct ttacgtccaa caatggacca 780 
tttcagtatt acttgggtgg tcattccagt caacccatgg aaaattctgg atttcgtgaa 840 
gatattcaag tacctcctgg aaatggcaac attgggaata tgcaggtggt tgcagttgaa 900 
ggaaaaggtg aagtcaagca tggaggagaa gatggcagga ataacagcgg agcaccacac 960 
cgggagaagc gaggcggaga aactgacgaa ttctctaatg ttagaagagg aagaggacat 1020 
aggatgcaac acttgagcga aggaaccaag ggccggcagg tgggaagtgg aggtgatggg 1080 
gagcgctggg gctccgacag agggtcccga ggcagcctca atgagcagat cgccctcgtg 1140 
ctgatgagac tgcaggagga catgcagaat gtccttcaga gactgcagaa actggaaacg 1200 
ctgactgctt tgcaggcaaa atcatcaaca tcaacattgc agactgctcc tcagcccacc 126 0 
tcacagagac catcttggtg gcccttcgag atgtctcctg gtgtgctaac gtttgccatc 1320 
atatggcctt ttattgcaca gtggttggtg tatttatact atcaaagaag gagaagaaaa 1380 
ctgaactgag gaaaatggtg ttttcctcaa gaagactact ggaactggat gacctcagaa 1440 
tgaactggat tgtggtgttc acaagaaaat cttagtttgt gatgattaca ttgctttttg 1500 
ttgtccagta gtttagtttg tgtacatata tacacatata tattttgcac tacacaaacg 1560 
ataacatttt aaggactaat attgctgata cttgaataat caatctctac taggttataa 1620 
gtagtataca cagatttacc ctgcccttga acttgaagga cattaaatta ttaatgatca 1680 
tttggtaaca tgtttacctg attatcttcc atagagtaac ataaggg 1727 



<210> 48 

<211> 951 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_Feature 

<223> Incyte ID No.: 3070147CB1 

<400> 48 

ggggactgga gcatgggacg gcgcgcctga 
cccgaaaaga gaaggggaga gcgaggggac 
gctgctgctt cgtgttcctg gtgcagggta 
atggtcctcc cggctcagag gaccctgagc 
gggtgcctcg gaagcggggc cacatctcac 
tcctagggct gctggccccg actggggagg 
gcccgaacca cagcccccca ccctcagcca 
tctactccaa catcaagacg gtggccctga 
atggcaatgg gaccttcagc gtccacttcc 



aggagcagga aggggaagga ggcctgggac 60 

gagagcggag gaggaagatg caactgactc 120 

gcctctatct ggtcatctgt ggccaggatg 180 

gtgatgacca cgagggccag ccccggcccc 240 

ctaagtcccg ccccatggcc aattccactc 300 

cttggggcat tcttgggcag ccccccaacc 360 

aggtgaagaa aatctttggc tggggcgact 420 

acctgctcgt cacagggaag attgtggacc 480 

aacacaatgc cacaggccag ggaaacatct 540 
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ccatcagcct cgtgcccccc agtaaagctg tagagttcca ccaggaacag cagatcttca 6 00 
tcgaagccaa ggcctccaaa atcttcaact gccggatgga gtgggagaag gtagaacggg 660 
gccgccggac ctcgctttgc acccacgacc cagccaagat ctgctcccga gaccacgctc 720 
agagctcagc cacctggagc tgctcccagc ccttcaaagt cgtctgtgtc tacatcgcct 780 
tctacagcac ggactatcgg ctggtccaga aggtgtgccc agattacaac taccatagtg 84 0 
atacccccta ctacccatct gggtgacccg gggcaggcca cagaggccag gccagggcCg 900 
gaaggacagg cctgcccatg caggagacca tctggacacc gggcagggaa g 



951 



<210> 49 
<211> 1624 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No.: 3271841CB1 

<400> 49 

ctcctccgcg ttcgcagccg ccgtcatccc gcggaggagc gcgcacgccc ggggaggccg 6 0 
gaggacgcgc ccatagaatg cccaggggcg acaaactgtc ctgagcccct ctggtgcagc 12 0 
cacctgcctg tcccatacgc cccgcccacc atggagtcca gagggaagtc agccagcagc 180 
cccaagcccg acaccaaggt gccccaggtc accaccgagg ccaaggtacc cccggcagcc 240 
gatgggaaag cccccttgac caagccctcg aagaaggagg ccccggccga gaagcagcag 300 
ccgccagcag cccccaccac ggcacctgcc aagaagacct cggccaaggc cgaccctgcc 36 0 
cttctcaaca accacagcaa cctgaagcca gcccccacgg tccccagcag tcccgatgca 420 
accccggagc ccaagggtcc tggggacggg gcggaggaag atgaggctgc cagtgggggg 480 
cctgggggcc gaggtccctg gtcctgtgag aacttcaacc ccctgctggt ggctgggggt 540 
gtggccgtgg cagccatagc cctgattctc ggtgtggcct tcctggtccg gaaaaaataa 6 00 
tacctggggg ccaggcgggg ggcacggagc cacttcctgt acagacccga ggaagccagt 660 
gcatgcagag ttcaccctta cctattcgta cacacgcaca ttcattacac acctacatat 720 
gcccccaaca cacgcgcacg gtgaagagga cgcccgagcc cacccctgct gacccaggac 780 
ttccccaacc tccagggcag aaagagccca ggctccgggg tccacagcac aggatgtggg 840 
gcgagggcac agctggggaa cggcaagaaa ggaatggacc ctgtgtgtgg cccccccacc 900 
cctggcggct gggtgatcct gggcccccag ggctggtctg agtgcaggtg ggggtgccgg 960 
gatgggttgg gcctgggccc ggccctcgtg gggacattaa agggcgcggt ggctccactc 102 0 
gccccatttc tgctctttgc gtaccccccg ggggtctgcc tgggcgaatg cagtgggacg 1080 
gacctggggt gggcactcac ctcagcagag cctcaatgcc acctccccac accacccaag 1140 
cctagctggg tgggaagacg gagccctgaa gcctgcgtgt ggagggggtg ctgcccaagg 1200 
gtcgccttcc ccagcttgtg ctccagggga gccccgacgc cggcggggag gcagggatgt 1260 
cgagggcccc tcacagctgt gcccgccctg ccccgctaga ctgcccctcc agcttgcacc 132 0 
cagcaccacc tgagtctaac cagcgtataa tgcaataaca ggtagagtag aactgctttt 1380 
ggcggcgacc gtcacacact gtcctcagcc cactgcacct ggggaagccc ctcgtgcagc 144 0 
ccctccttag cacatccagt cccagcgtgg cccttggcgc gcagcagcag gcgaactccc 1500 
agaaggtggt ggtgggcact gtgagaacgt ggcctgccct cactggccag tggccacagg 1560 
aaccccgggc ctgagtggag gctgagtctg aaataaactc tgtcgtctga aaaaaaaaaa 1620 
aaaa 1 



<210> 50 

<211> 2080 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_f eature 

<223> Incyte ID No.: 3537827CB1 

<400> 50 

gtcaaggtca ccttccctct ccagtagcag 
cgcggaagcg gtgaattgga ggggaggagc 
aggtggaagc acttgtctaa ggtcacgcct 
caagtggtca ggctccagag cccacagtcc 
tcctgcagct gcagccgcgg ccccagcgtg 
tacctgcacc tcttctatga ggactgtgca 
cctccggtcc tgtgcccccg ccggccctgg 
tcggggaccc tgcttctgct gctgggtgtg 
cccaagctgg agggcatcgg tgagggtgag 
tacaaccagg ccctgggcac ctgtcgcctg 
gttctgctcg ccatctgcct cttctgggcc 
gcagagccct tggaccccga agccgacagc 
cagcagttgt cacccatttt ccgcaatgcc 
agcccctttg ggcaatcttc tgtgcagact 
cacatggcct aagatgtggg tcctggatcc 
tgtttcccca acttctccct tttagcaggg 
tggagctcaa atcccagtgc tccctcccca 
agcattcctc aagtcctccc aaaacttcct 
gcagaaaaca tctccttcaa cccgtcccca 
cttgcccttt caagccatca gctcctgcct 
tcttctcgcc aggatgagga cacgcactgc 
tcattcagct cgaatgggtc ccagatgctc 
acgtttgcct ctcacagtgt gtcttctacc 
cccaccacag gcaattacta gccctagttg 
tgacatgtcc gaggtcacac aacaaagcag 
tcctcctggg ccagctcttg tgctacaggt 
tccctgaggg tcctcagggt ggaggacagg 
atggtcccag gtggctctgg atatactttg 
ggggtagggg gcaggaaaag tgggttgtct 
caagcccacg gtcttggccg tgaccctgat 
cctccctccc cagccggagg cgtcatctct 
agctggagag cagcgctcaa ggctctcgcc 
ccaccagcct gaagggcctc ctaggggatc 
ctgtccttgt gcctcacgcc ccctcctcat 
caataaacag ctgggatgga tactgaaaaa 



caggactgag tgattccatc tatttggagt 6 0 
tgacccagat gaggaaactg agacccagaa 12 0 
ccaggaagca gtgtgtccac gactccagtc 18 0 
caggggtcca tgatgccgag ctgcaatcgt 24 0 
gaggatggca agtggtatgg ggtccgctcc 300 
ggcactgctc tcagcgacga ccctgaggga 350 
ccctcactgt gttggaagat cagcctgtcc 420 
gcggctctga ccactggcta tgcagtgccc 48 0 
ttcctggtgt tggatcagcg ggcagccgac 54 0 
gcaggcacag cgctctgtgt ggcagctgga 600 
atgataggct ggctgagcca ggacaccaag 66 0 
cacgtggagg tcttcgggga tgagccagag 72 0 
agtggccagt catggttctc gccacccgcc 78 0 
atccagccca agagggactc ctgagctgcc 84 0 
ttcccccttc tcaccataac cccctctcag 900 
tccctttaga gcccaactcc aggtcaaatc 960 
ggagtggggc cccaactctt ccaagatacc 1020 
acccacaccc tcttcccaag gccctcaggg 1080 
ctccttcctc tgcatgacct tgggcaaacc 1140 
ctctgccatg agggctttgg atcagattcc 1200 
cctccataga cacagatgaa ggggtggggg 1260 
acttggcctt tccctgcagg atgagtgaag 1320 
tgcattttgg catcagagcc ccccagccca 1380 
ataggtgagg tgggtgaaga aggctggagg 1440 
catgcaggaa ctagaaacac atcttcagcc 1500 
ggggcggagc cagcccctca ccttcctggt 1560 
tttggcccag aaagactagc cagaggcctg 1620 
gatatggatt taaatggtct ctaagagccg 1680 
ttgcccctca aagtccacct acctagaaac 1740 
aataaatggg ctctctcaga ggcgccagcc 1800 
cttctgtacc actagaggga gctctgatgc 1860 
cctcccctcc ctaaccctta ccttcagtct 1920 
ctcaggcggc ccccaccagg gcacacccta 1980 
cctgcacccc ttccatccca ccttcccttt 2040 
aaaaaaaaaa 2080 



<210> 51 

<211> 1420 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No . : 3729267CB1 

<400> 51 

cttccagcgc cgcttgcgct ccggagcgct ggctctgctg gcgctgagaa atggaccaat 6 0 

tttgacaaga tatagtgctg cagcgtgcct gatgggatat attcagtcat ggcgtccgaa 120 

ctttgtaaga cgatctctgt ggcaaggcta gaaaagcaca agaatttgtt cttaaattat 180 
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aggaatctgc accattttcc attggagtta 
agactctata tgaaaaggaa ctccctgaca 
ccaaaccttg tggaactata cctgcactca 
gggtctcttg taaaactcca atgtctggat 
ccagaaattg gtcgtctgag agctttacgt 
ttcctacctc cagaggttgg cgatttgaag 
cgtttgctaa ctttacccga gaggcttcac 
gaccgaaatc gtctatggta tgtgccgcgc 
ctctccatgg ctggaaaccg tcttgcattt 
ctacagtatg tatacgtgga taacaacatt 
aataaagtca tcgggtgcag tggctgtggt 
ctttcctttt catcagggca gcgaaccgtt 
acggagcatg atcacgtcct ccctctgcag 
taccacagct tgctgaaaga tttgaacttt 
ctagagctgc tgcactgccc tctggggcac 
atcgtctacc ccaagctctt tcccttgaga 
aagacaactg ttagttttgt ggcttactgc 
ctgctgagtt gataaacact caagaacccc 
ccagccagtc cagcacactc ttccatcctg 
ctctagaaat gtcatgattg agcttcagag 
gaatatatcc tcccccaaat taaggaaaaa 



ctgaaagatg agggactgca gtacttggag 240 
tccttgccag aaaaccttgc tcagaagctt 300 
aataacatag ttgtggttcc ggaagccatt 360 
cttagtgaca acgccttaga aattgtttgc 420 
catcttcgat tagctaataa ccaactgcaa 480 
gagctgcaga cactagacat ttctaccaat 54 0 
atgtgccttt ctctgcagta cctcactgtg 600 
catctctgcc agctgcccag cctcaatgag 660 
ttgccacttg atttaggtcg atctcgagaa 720 
cacctgaaag gcttgccatc ttatctgtac 780 
gctcccattc aagtttccga ggtgaagctg 840 
ttcctcccag ctgaggtgaa ggccataggg 900 
gaattggcta tgagagggct gtatcatacc 96 0 
ctgtctccaa tctcattacc cagaagtctc 1020 
tgtcatcggt gtagtgagcc tatgtttacc 1080 
gagacgccaa tggcagggct gcaccagtgg 114 0 
tgctccaccc agtgtctgca gacttttgac 1200 
aggagcgctg ccagcttgac actggggaat 1260 
tcctgtccaa tgcgggggca ctgcagaact 1320 
ctaaaatgcc ttcacccttc ccccaagttg 1380 
aaaaaaaaaa 1420 



<210> 52 
<211> 2703 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No.: 3768771CB1 

<400> 52 

gctgattacc ttcctttaaa ccagtccatc taaaggttgg tgttaagagg cttcccatgg 6 0 

gaggggtggc cccaggtaat acccatcttc ctctccccag gctctgaaga gcggccattc 12 0 

ctcagattcg aagctgaaca catctccaac tacacagccc ttctgctgag cagggatggc 180 

aggaccctgt acgtgggtgc tcgagaggcc ctctttgcac tcagtagcaa cctcagcttc 240 

ctgccaggcg gggagtacca ggagctgctt tggggtgcag acgcagagaa gaaacagcag 3 00 

tgcagcttca agggcaagga cccacagcgc gactgtcaaa actacatcaa gatcctcctg 360 

ccgctcagcg cagntcacct gttcacctgt ggcacagcag ccttcagccc catgtgtacc 420 

tacatcaaca tggagaactt caccctggca agggacgaga aggggaatgt cctcctggaa 480 

gatggcaagg gccgttgtcc cttcgacccg aatttcaagt ccactgccct ggtggttgat 54 0 

ggcgagctct acactggaac agtcagcagc ttccaaggga atgacccggc catctcgcgg 600 

agccaaagcc ttcgccccac caagaccgag agctccctca actggctgca agacccagct 660 

tttgtggcct cagcctacat tcctgagagc ctgggcagct tgcaaggcga tgatgacaag 72 0 

atctactttt tcttcagcga gactggccag gaatttgagt tctttgagaa caccattgtg 78 0 

tcccgcattg cccgcatctg caagggcgat gagggtggag agcgggtgct acagcagcgc 84 0 

tggacctcct tcctcaaggc ccagctgctg tgctcacggc ccgacgatgg cttccccttc 900 

aacgtgctgc aggatgtctt cacgctgagc cccagccccc aggactggcg tgacaccctt 96 0 

ttctatgggg tcttcacttc ccagtggcac aggggaacta cagaaggctc tgccgtctgt 1020 

gtcttcacaa tgaaggatgt gcagagagtc ttcagcggcc tctacaagga ggtgaaccgt 1080 

gagacacagc agtggtacac cgtgacccac ccggtgccca caccccggcc tggagcgtgc 114 0 

atcaccaaca gtgcccggga aaggaagatc aactcatccc tgcagctccc agaccgcgtg 12 00 

ctgaactttc tcaaggacca cttcctgatg gacgggcagg cccgaagccg catgctgctg 1260 

ctgcagcccc aggctcgcta ccagcgcgtg gctgtacacc gcgtccctgg cctgcaccac 1320 
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acctacgatg tcctcttcct gggcactggt gacggccggc cccacaaggc agtgagcgtg 1380 

ggcccccggg tgcacatcat tgaggagctg cagatcttct catcgggaca gcccgtgcag 144 0 

aatctgctcc tggacaccca cagggggctg ctgtatgcgg cctcacactc gggcgtagtc 1500 

caggtgccca tggccaactg cagcctgtac cggagctgtg gggactgcct cctcgcccgg 156 0 

gacccctact gtgcttggag cggctccagc tgcaagcacg tcagcctcta ccagcctcag 1620 

ctggccacca ggccgtggat ccaggacatc gagggagcca gcgccaagga cctttgcagc 16 80 

gcgtcttcgg ttgtgtcccc gtcttttgta ccaacagggg agaagccatg tgagcaagtc 1740 

cagttccagc ccaacacagt gaacactttg gcctgcccgc tcctctccaa cctggcgacc 1800 

cgactctggc tacgcaacgg ggcccccgtc aatgcctcgg cctcctgcca cgtgctaccc 1860 

actggggacc tgctgctggt gggcacccaa cagctggggg agttccagtg ctggtcacta 1920 

gaggagggct tccagcagct ggtagccagc tactgcccag aggtggtgga ggacggggtg 1980 

gcagaccaaa cagatgaggg tggcagtgta cccgtcatta tcagcacatc gcgtgtgagt 2 040 

gcaccagctg gtggcaaggc cagctggggt gcagacaggt cctactggaa ggagttcctg 2100 

gtgatgtgca cgctctttgt gctggccgtg ctgctcccag ttttattctt gctctaccgg 2160 

caccggaaca gcatgaaagt cttcctgaag cagggggaat gtgccagcgt gcaccccaag 2220 

acctgccctg tggtgctgcc ccctgagacc cgcccactca acggcctagg gccccctagc 2280 

accccgctcg atcaccgagg gtaccagtcc ctgtcagaca gccccccggg gtcccgagtc 2340 

ttcactgagt cagagaagag gccactcagc atccaagaca gcttcgtgga ggtatcccca 2400 

gtgtgccccc ggccccgggt ccgccttggc tcggagatcc gtgactctgt ggtgtgagag 2460 

ctgacttcca gaggacgctg ccctggcttc aggggctgtg aatgctcgga gagggtcaac 2520 

tggacctccc ctccgctctg ctcttcgcgg aacacgaccg tggtgcccgg cccttgggag 2580 

ccttggagcc agctggcctg ctgctctcca gtcaagtagc gaactcctac cacccagaca 2640 

cccaaacagc cgtggcccca gaggtcctgg ccaaatatgg gggcctgcct aggttggtgg 2700 

2703 



<210> 53 

<211> 571 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No . : 4248993CB1 

<400> 53 

ctgtgttgag taaccatggg gaggaagctg gacctgtctg gtttgactga tgatgaaaca 60 

gagcatgttc ttcaggtggt tcaaagagac ttcaatcttc gcaaaaaaga agaagaacga 120 

ctaagtgagc tgaagcagaa gctggatgag gaaggcagca agtgcagcat cctctcgaag 180 

caccagcagt ttgtggagca ctgctgcatg cgctgctgct cgcccttcac cttcctcgtc 240 

aacaccaagc gccagtgtgg agattgcaaa ttcaatgtct gcaagagctg ctgctcctac 300 

cagaagcacg aaaaggcctg ggtctgctgc gtctgccagc aagcgaggct tctgagggcc 360 

caatctctgg aatggttcta caataatgtg aagagccgct tcaagcgctt tggcagtgca 420 

aggttctgaa gaacctgtac agggagcacc ggctggagag tggcgcgtgc ttcgacattc 480 

taggaggaag ctttttgacg tcaaccctgg agatgaggga gcattctggc agtgattcac 540 

atttataggc agtcagagga catagtgtgt g 571 



<210> 54 

<211> 1293 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_f eature 

<223> Incyte ID No.: 5402418CB1 



<400> 54 

cccagctcta gcgaaaagcc gccggtattt ctccatctgg ctctcctcta cctccaggca 60 
ggctcacccg agatccccgc cccgaacccc ccctgcacac tcggcccagc gctgttgccc 120 
ccggagcgga cgtttctgca gctattctga gcacaccttg acgtcggctg agggagcggg 180 
acagggtcag cggcgaagga ggcaggcccc gcgcggggat ctcggaagcc ctgcggtgca 24 0 
tcatgaagtt ccagtacaag gaggaccatc cctttgagta tcggaaaaag gaaggagaaa 300 
agatccggaa gaaatatccg gacagggtcc ccgtgattgt agagaaggct ccaaaagcca 360 
gggtgcctga tctggacaag aggaagtacc tagtgccctc tgaccttact gttggccagt 420 
tctacttctt aatccggaag agaatccacc tgagacctga ggacgcctta ttcttctttg 480 
tcaacaacac catccctccc accagtgcta ccatgggcca actgtatgag gacaatcatg 540 
aggaagacta ttttctgtat gtggcctaca gtgatgagag tgtctatggg aaatgagtgg 600 
ttggaagccc agcagatggg agcacctgga cttgggggta ggggaggggt gtgtgtgcgc 660 
gacatgggga aagagggtgg ctcccaccgc aaggagacag aaggtgaaga catctagaaa 720 
cattacacca cacacaccgt catcacattt tcacatgctc aattgatatt ttttgctgct 780 
tcctcggccc agggagaaag catgtcagga cagagctgtt ggattggctt tgatagagga 84 0 
atggggatga tgtaagttta cagtattcct ggggtttaat tgttgtgcag tttcatagat 900 
gggtcaggag gtggacaagt tggggccaga gatgatggca gtccagcagc aactccctgt 96 0 
gctcccttct ctttgggcag agattctatt tttgacattt gcacaagaca ggtagggaaa 1020 
ggggacttgt ggtagtggac catacctggg gaccaaaaga gacccactgt aattgatgca 1080 
ttgtggcccc tgatcttccc tgtctcacac ttcttttctc ccatcccggt tgcaatctca 1140 
ctcagacatc acagtaccac cccaggggtg gcagtagaca acaacccaga aatttagaca 1200 
gggatctctt acctttggaa aataggggtt aggcatgaag gtggttgtga ttaagaagat 1260 
ggttttgtta ttaaataaca ttaaactagg att 1293 



<210> 55 

<211> 375 

<212> PRT 

<213> Homo sapiens 



<300> 

<308> g3002527 



<400> 55 
Met Glu Phe 
1 

lie Ser Ala 
Pro Ala Ser 
His Ala Arg 
Leu His Val 
Pro Ser Val 
His Ala Arg 
Ser Leu Met 
Cys Leu Ser 



Ser Leu Leu 
5 

His Arg Asn 
20 

Ala Ser Pro 
35 

Leu lie Leu 
50 

Gly Gin Ala 
65 

Ser Ala Ser 
80 

Leu Cys Leu 
95 

Cys Pro Ser 

110 
Leu Pro Lys 



Leu Pro Arg 
Leu Arg Leu 
Val Ala Gly 
Tyr Phe Phe 
Gly Leu Glu 
Gin Ser Ala 
Ala Asn Phe 
Trp Ser Pro 
Cys Trp Asp 



Leu Glu Cys 
10 

Pro Gly Ser 
25 

lie Thr Gly 
40 

Leu Val Glu 
55 

Leu Pro Thr 
70 

Arg Tyr Arg 
85 

Cys Gly Arg 
100 

Glu Leu Lys 
115 

Tyr Arg Arg 



Asn Gly Ala 
15 

Ser Asp Ser 
30 

Met Cys Thr 
45 

Met Glu Phe 
60 

Ser Asp Asp 
75 

Thr Gly His 
90 

Asn Arg Val 
105 

Gin Ser Thr 
120 

Ala Ala Val 
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125 130 135 

Pro Gly Leu Phe lie Leu Phe Phe Leu Arg His Arg Cys Pro Thr 

140 145 150 

Leu Thr Gin Asp Glu Val Gin Trp Cys Asp His Ser Ser Leu Gin 

155 160 165 

Pro Ser Thr Pro Glu lie Lys His Pro Pro Ala Ser Ala Ser Gin 

170 175 180 

Val Ala Gly Thr Lys Asp Met His His Tyr Thr Trp Leu He Phe 

185 190 195 

He Phe He Phe Asn Phe Leu Arg Gin Ser Leu Asn Ser Val Thr 

200 205 210 

Gin Ala Gly Val Gin Trp Arg Asn Leu Gly Ser Leu Gin Pro Leu 

215 220 225 

Pro Pro Gly Phe Lys Leu Phe Ser Cys Pro Ser Leu Leu Ser Ser 

230 235 240 

Trp Asp Tyr Arg Arg Pro Pro Arg Leu Ala Asn Phe Phe Val Phe 

245 250 255 

Leu Val Glu Met Gly Phe Thr Met Phe Ala Arg Leu He Leu He 

260 265 270 

Ser Gly Pro Cys Asp Leu Pro Ala Ser Ala Ser Gin Ser Ala Gly 

275 280 285 

He Thr Gly Val Ser His His Ala Arg Leu He Phe Asn Phe Cys 

290 295 300 

Leu Phe Glu Met Glu Ser His Ser Val Thr Gin Ala Gly Val Gin 

305 310 315 

Trp Pro Asn Leu Gly Ser Leu Gin Pro Leu Pro Pro Gly Leu Lys 

320 325 330 

Arg Phe Ser Cys Leu Ser Leu Pro Ser Ser Trp Asp Tyr Gly His 

335 340 345 

Leu Pro Pro His Pro Ala Asn Phe Cys He Phe He Arg Gly Gly 

350 355 360 

Val Ser Pro Tyr Leu Ser Gly Trp Ser Gin Thr Pro Asp Leu Arg 

365 370 375 



<210> 56 
<211> 309 
<212> PRT 

<213> Homo sapiens 
<300> 

<308> g847722 
<400> 56 

Met Val Ser Phe Val Ser Asn Tyr Ser His Thr Ala Asn He Leu 
15 10 15 

Pro Asp He Glu Asn Glu Asp Phe He Lys Asp Cys Val Arg He 

20 25 30 

His Asn Lys Phe Arg Ser Glu Val Lys Pro Thr Ala Ser Asp Met 

35 40 45 

Leu Tyr Met Thr Trp Asp Pro Ala Leu Ala Gin He Ala Lys Ala 

50 55 60 

Trp Ala Ser Asn Cys Gin Phe Ser His Asn Thr Arg Leu Lys Pro 

65 70 75 

Pro His Lys Leu His Pro Asn Phe Thr Ser Leu Gly Glu Asn He 
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80 



85 



90 



Trp Thr Gly Ser Val Pro lie Phe Ser Val Ser Ser Ala lie Thr 
95 100 105 

Asn Trp Tyr Asp Glu lie Gin Asp Tyr Asn Phe Lys Thr Arg lie 

110 115 120 

Cys Lys Lys Val Cys Gly His Tyr Thr Gin Val Val Trp Ala Asp 

125 130 135 

Ser Tyr Lys Val Gly Cys Ala Val Gin Phe Cys Pro Lys Val Ser 

140 145 150 

Gly Phe Asp Ala Leu Ser Asn Gly Ala His Phe lie Cys Asn Tyr 

155 160 165 

Gly Pro Gly Gly Asn Tyr Pro Thr Trp Pro Tyr Lys Arg Gly Ala 

170 175 180 

Thr Cys Ser Ala Cys Pro Asn Asn Asp Lys Cys Leu Asp Asn Leu 

185 190 195 

Cys Val Asn Asp Ser Glu Thr Lys Ser Asn Val Thr Thr Met Leu 

200 205 210 

Tyr lie Arg Leu Ala His lie Ser Thr 



215 
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